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Genetic Diversity of Chahua Chicken Based on Microsatellite Markers
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Abstract Chahua chicken is a unique Chicken Breed in China. In order to assess its genetic variability and population
structure further 33 chicken-specific microsatellite loci were analyzed for a total of 30 individuals from small remote
villages by using polyacrylaminde gel electrophoresis. A total of 105 alleles were detected across the 33 loci assayed.
All the loci were polymorphic and the number of alleles varied from two to five giving a mean number of 3.20 alleles
per locus. The average heterozygosity and polymorphism information content of 33 microsatellite loci were 0.6129 and
0.527 6 respectively. The results indicate that Chahua Chicken breed has high genetic diversity.
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Table 1 The information of the primers used
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Fig. 1 The PAGE image of PCR products at MCW 0104 locus M Marker-DI.2000
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2.3 0.3911~0.7444
0.6129 0.314 6
2 ~0.6999 0.5276
2
Table 2 Allele frequencies heterozygosity and polymorphism information content at each locus assayed
Allele frequencies

Locus P1 P2 3 P4 Ds No. of allele h H PIC
ADLO0251 0.4138 0.586 2 2 0.485 1 0.367 5
ADLO188 0.2667 0.3000 0.2333 0.2000 4 0.744 4 0.699 0
ADLO0257 0.3333  0.3000 0.2667 0.1000 4 0.717 8 0.667 9
ADLO190 0.4833 0.5167 2 0.499 4 0.374 7
MCW0252 0.1207 0.3621 0.1379 0.3793 4 0.691 4 0.661 2
MCW0224 0.2833 0.2667 0.450 0 3 0.646 1 0.577 1
MCW0122 0.5000 0.500 0 2 0.500 0 0.3750
MCWO0170 0.116 7 0.4500 0.366 7 0.066 7 4 0.6450 0.526 9
MCWO0005 0.2000 0.2167 0.4167 0.1667 4 0.711 6 0.646 3
MCW0240 0.2667 0.0667 0.3500 0.3167 4 0.701 6 0.625 1
MCW0029 0.0667 0.2833 0.1333 0.3667 0.1500 5 0.740 6 0.695 6
MCWO0176 0.2917 0.2708 0.2500 0.1875 4 0.743 9 0.699 9
MCWO0120 0.1167 0.7000 0.1833 3 0.462 8 0.383 6
ADLO121 0.2759 0.1034 0.3793 0.2414 4 0.711 0 0.653 0
MCWO0134 0.5714 0.428 5 2 0.489 9 0.370 0
MCWO0035 0.7333  0.266 7 2 0.391 1 0.526 0
MCW0097 0.2000 0.3500 0.4500 3 0.6350 0.314 6
MCWO0198 0.3000 0.3667 0.3333 3 0.664 4 0.580 5
MCWO0104 0.2000 0.2667 0.2167 0.316 6 4 0.741 7 0.693 9
LEIO098 0.2333 0.2167 0.5500 3 0.59 1 0.5342
MCWO0080 0.3000 0.5000 0.2000 3 0.620 0 0.5350
MCW0330 0.2667 0.4833 0.2500 3 0.632 8 0.541 2
MCW0217 0.466 7 0.5333 2 0.497 8 0.3739
MCW0094 0.0833 0.4167 0.4000 0.1000 4 0.649 4 0.526 3
MCWO0165 0.5000 0.5000 2 0.500 0 0.3750
MCW0285 0.3167 0.2167 0.466 7 3 0.634 9 0.584 6
MCW0328 0.1333 0.1500 0.5000 0.2167 4 0.662 8 0.569 0
ADLO284 0.1500 0.3500 0.1500 0.3500 4 0.710 0 0.676 9
LEIOO75 0.4310 0.569 0 2 0.490 5 0.370 2
MCW0294 0.5000 0.500 0 2 0.500 0 0.3750
MCWO0154 0.2833 0.4833 0.2333 3 0.631 7 0.543 4
LEI0254 0.6000 0.4000 2 0.480 0 0.364 8
MCWO0119 0.1333  0.3667 0.3667 0.1333 4 0.695 5 0.604 1

T+ SE 3.2000+0.157 6 0.6129+0.0179 0.527 6+ 0.022 1
pi i p; s the frequency of the ith allele at a locus =1 2 3 4 5
5~30
3
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