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Taiwanese Gray Shrew (Crocidura tanakae) Found in

Taohongling National Nature Reserve, Jiangxi
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Fig. 1 Crociduratanakae (a) and its cranium (b)

and mandible (c)
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Fig. 2 A phylogenetic tree was constructed using Bayesian inference method based on Cyt b gene (1 041 bp)

IR FA R 81 S AR AT U RE R4 s 19 R L AOBELR DU ST R B <

The bold sequence indicates the sample of Crocidura tanakae in this study; numbers at the nodes represent Bayesian posterior probabilities.
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