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Abstract RRM RNA binding protein is a kind of

RNA binding protein which contains one or more
RNA recognition motifs and some affiliated motifs. It
participates in genes post-transcriptional regulations
including splicing of pre mRNA, cellular localization
and stability maintenance of RNA. Conservative
amino acids in the RRM motif are essential for RNA
binding. but the specific binding depends on other
factors. Some RRM RNA binding proteins are related
to genetic diseases and tumors.
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