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Fig. 1 Phylogenetic analysis of complete genome of DHAV-A.
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Fig. 2 Homology analysis of DHAV-C strains.
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Table 1 The genetic structure of DHAV

Genotype Genome structure Reference
5'UTR- -VP0-VP3-VP1-2A1-2A2- -2B-2C-3A-3B-3C-3D-3'UTR [19]

DHAV-A 5'UTR- -VP0-VP3-VP1-2A1-2A2- 2A3-2B-2C-3A-3B-3C-3D-3'UTR [20]
5'UTR-L-VP0-VP3-VP1-2A1-2A2-  -2B-2C-3A-3B-3C-3D-3'UTR [21]

T 5'UTR- -VP0-VP3-VP1-2A1-2A2- 2A3 -2B-2C-3A-3B-3C-3D-3'UTR [2]
5'UTR-L-VP0-VP3-VP1-2A1-2A2-  -2B-2C-3A-3B-3C-3D-3'UTR [12]
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Fig.4 The schematic diagram of genetic structure for DHAV*.
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Table 2 The characteristics and functions of non-structural protein

Proteins Structural characteristics Function
2A2 The characters like GTPase family protein Inhibit host cell growth
2A3 Associate with virus replication
2B Concerned with infection spectrum through

induce virus to adsorb on cell receptors

2C Contains 3 conservative ATPase motifs ATPase activity
3A Associated with viral infection spectrum
3B The 3rd amino acid residue is a conservative Try, and Promote viral RNA synthesis

which is necessary for covalent binding to RNA

3C Conservative GxCG motif that is know as the active Play an important role in proteolysis
site in 3C protease of others of small RNA virus
family
3D Contains 8 conservative motifs of sense strand RNA As polymerase can catalyze viral RNA
virus and 5 feature motifs of RNA polymerase of synthesis
small RNA virus family
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