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Fig.2 Dot blot analysis of totaI DNA isolated

from F, fish
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A, B: 1—12, D, E: 1—10 were the
DNA samples from the F, fish produced
from the cross between P: female
transgenic fish and male nontransgenic
fish; D, E: 11—12 were the positive
controls (MThGH)
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Fig.s Southern blot analysis of total DNA
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Table 1 Quantity of hGH in Fy transgenic carp

FE(No.} 1 2 3 i 5 & T ] ¢ 10 11
hGH <1.6 <1.6 <1.6 <1.8 <1.6 1.6 1.7 <{1,6 <i.8 <1,8 1.75

"B (No,) 12 13 14 15 16 17 18 19 20 21 22
hGH 1.8 1,75 2,85 2.1 6.2 2,65 3.4 - 1.8 6.0 4.8
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Heredity of Human Growth Hormone Gene in Transgenic

Carp (Cyprinus carpio L)

Wei Yanzhang Xie Yuefeng Xu Kesheng Li Gubua Liu Dong
Zou Jun Li Jinhua Zhu Zuoyan

(Institute of Hydrobiology, Academia Sinica, Wuhan)

F, and F, transgenic fish were produced from the cross beiween the
transgenic fish and transgenic fish and the cross beiween the transgenic
fish and noniransgenic fish. 45.4% of the offsprings from the cross
between transgenic P, fish and nontransgenic fish contained the novel
gene, while 66,7% of the decendants from the cross between F, trnasg-
enic female and male fish contained the novel gene, The numbes of no-
vel gene copies in transgenic offsprings varied from 2 to 200, It was '
demonsirated that the novel gene in the deseendants could express biol-
ogical functional product(hGH) that could acceleraie the growih rate of
the fish, Modifications of the novel gene by the racipient cell system
were alos confirmed in the paper,
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