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EEARENBASER URERQERRNIENLEEREARR" . - ERARRAH,
EHELFHETHEREERDY. XTFRFABEMBEPE A LR BEPRELRAHAERRE
MEBTHRN . AWAXEHBELER, EHELURNE XS Apriona germari (Hope) &) H y #
e E R HA AR EMERAH, UEF R THREXEHEGERNNHNI I BERESRE,
ABERFHBFRERRBERERM.
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2.1 BEBX4L)HEDIHR B

AT RERB RGPS E 2 AARAMAHM, 2EEHBT 38R, =119 52
B ER BB ( Stophylococcus ) 5% BR B4 /B ( Streptacoccus ) S T B4 B ( Enterobacter ) . 25 FLFT 18 B ( Bacillus ) (I 2R A
J& { Microceccus )  BL¥F B B ( Lactabacithus ) \E B K B M ( Shigella ) B SR ER R ( Leuconotoc ) R EHICE R
( Klebsiclla) 3% % EC T B ( Escherichia) I FEAT B JB ( Proteus ) 41 ¢ B B B IR ( Cellulomonas ) R 10 & R
(Serratin) e HT A SE VM ERER MEERNT 100% BB H7.630.21, HEHEAMEEBEM K
WRBAER SRR STRER AESRAR AEEE FRAAEE . SHRAR . EEHEHE
BOHERER VERER TEFHERAHER., BRPOERE TSN, ERXRRAERE. A
EHERENE 1.

%1 BHAXSEEEMEMER

[ B & SHEEI%
Staphylococcus 7.63£0,21 100

Enterobacter 7.48 + 0.51 34.04
Streprococcus 6.90+0.81 27.64
Escherichia 7.42+0.24 25.53
Cellulomonas 3.4820.54 23.40
Micrococous 6.8721.16 19.15
Bacillus 5.4120.34 17.02
Shigeila 6.69+0.63 17.02
Klebstella 30+0.98 14.89
Leuconotoc 7.37+0.44 12.77
Serratia 7.49+0.45 12.77
Proteus 5.78+0.67 10.64
Lactobacillius 6.77+£0.12 §.51

Yeast 6.53x1.02 38.30

MNBERE REARFHLBEPHRBRERGBBER, SBEEYN B, BN RERNH
REBERHHIEET. MAREBOSERERE, RARANBLE, TRERERE S HAEN T
BA .

FEFEMEARERHL R SE Euick B HRTIHMAANTEARMNHEAE XAREA
WMEREH VS RER, MTOUNRA AR I EREAR. MEEMBHFFREFNERE
( Schistocerca gregaria }IE B F B AT R R E R, 2 R HE A9 2 W KX M Periplancta americana ) ¥
ERBHERMEEOREREERENEER (Closrndium)™ . BGTFEHNMREHBERRSF
MESON - FERAFHARE T RSy THAERR A", —ENhER SRR &
BHER R RN R NES N SCES SR, TR BB ES MR SRR
BHREHEERAEEFRFETHER,
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22 BRMEBXFBERNTERERE

RAFHR-RFAFIEERENABERREMNFH L HI - REIBRATERNER, ZEEY
BB R TR B B ) 47 4 B B OB R ( Celludomonas ) o WEABR(UFE T HARBA XS HGEE, ERF
EAREEFLERKISADTHATRANERBNEE EEIACQHE, ERBMAERTIE 10mm—
20mm , L EPBR BT 43 17 08 G 4 28 K (Avieel) B EMZHBAKHEEAE 1),

A B

Bl AEERESER-RIBAHIRERE LHEE
A BESHEE; B. BPERAHERE.

REBHAEENUBESDE—ITRELUNNE, FEZEIARFRERERDEANK
EWHATERD B EEHFANRERRESSBYTERE AP ASTIRUBBTRRS
AR FAEABAERY . ZTHAARRE RN FEIE IR RERER, BT ERE
BARE, HRBR(43.8420.54), B HRBM(H26.32%). ATFREERFEERATLEL
GRMNLTER, FN KANSHNXHEN XS BT ERRAEREIAM LARNER, EAFT
H—BHE FHRBEAXTHEXUBRBEARROTRELE.

BREREHLELCEBNERAXFEBNYRER ST RARBERGAERR, BRAA
WE,ERBATR, BE# —SHRABNAXRFHAEEFTHBREE N T2ETHRR]LAXF
HWAEMMESEHRELECEBEARIERENT L.
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STUDY ON THE APRIONA GERMARI(HOPE) LARVAE'S
INTESTINAL BACTERIAL FLORA ™

He Zhengbo Yin Youping~ Cao Yueqing Dong Yamin Zhang Wei
( Departmens of Plant Protection , Southwest Agriculture University , Chongqing 400716, China )

Abstract: Intestinal flora of 47 Apriona germari( Hope) larvae, collected from fields, had been iso-
lated and identified . The results showed that the predominant bacteria were Staphylococcus . Iis viable
count was 7.63 £0.21, and the detection rate was 100% . Meanwhile, a strain of cellulose-utilizing
bacterium was isolated from the fore-midgut fluid of A . germari larvae with the cellulose-congo red
agar medium . The bacterium was tentatively identified as Cellulomonas . The detection rate of the cel-
lulolytic bacterium was 23.40% ,and the count was 3.84 + 0,54 approximately, Its contribution to
the borer's cellulose digestion needs further investigations.
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