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Abstract: [Objective] To isolate and characterize ocular Chlamydia trachomatis from trachoma
samples of Tibetan children from Qinghai province. [Methods] Swabs of left and right conjunctivas
and conjunctival sacs were collected into one milliliter of transportation media. Fifty microliters of
each sample were used to infect BGM cells by using centrifugation. Infected cells were cultured at
37 °C for 72 h, and were passaged for three successive times. Chlamydial inclusions were observed
using phase microscopy. Chlamydial cultures and clinical samples were characterized by using ompA
gene sequence analyses. [Results] A total of 115 samples from 45 trachoma patients were collected.
54 samples were ompA-PCR positive and 15 samples were culture positive. All ompA genes of these
samples belong to genotype B, are grouped into 3 variants and have a UGT-type codon. Chlamydial
isolates QH111L and QHI111R were from left and right conjunctival samples of No. 111 patient,
respectively, but their ompA genes have a nonsynonymous base difference. This single nucleotide
change was only found in left conjunctiva of No. 111 patient, suggesting that QH111L may be a
newly emerged ompA variant. [Conclusion] 15 ocular Chlamydia trachomatis strains were isolated
from Tibetan children of Qinghai. All strains belong to genotype B and three different ompA variants.
Isolates from a same patient’s separate conjunctivas were found to have different ompA genes.
Identification and characterization of these newly isolated strains will further our understanding of

trachoma epidemiology and evolution.
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Figure 1 Immunofluorescence of BGM cells infected with
Chlamydia trachomatis QH111R at 36 h post-infection
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Table 1 Sensitivity comparison of culture and qPCR
detection of Chlamydia trachomatis

Sample counts

Culture results qPCR .
qPCR results Total
ok 15 0 15
- 39 61 100
Total 54 61 115
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Table 2 Relation analysis of qPCR results and
follicle existence

Sample counts

With (+) or without (—)

PCR
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qPCR results Total
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Total 54 181 235

&3 qPCREMERSHABIEENEES DrIAXSE
o

Table 3 Relation analysis of qPCR results and follicle
count per sample

Sample counts
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qPCR results T ol
>5 21 24 45
1-4 33 37 70
Total 54 61 115
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Table 4 Summary of chlamydial culture and qPCR detection

qPCR
P Gender (F/M) Age (Y) Follicle counts qPCR results Culture results

OD oS OD (O CS OD oS CS
101 F 9 1 2 - - ND
102 F 11 >5 >5 - - ND
103 M 10 1 3 - - ND
104 M 10 2 >5 = - ND
105 F 9 4 >5 - - ND
106 F 9 2 >5 - - ND
107 F 8 3 4 - - ND
108 M 8 2 4 - - ND
109 F 8 3 - - ND
110 M 12 0 ND - ND
111 M 11 >5 >5 QHIIIR QHIIIL ND
112 M 13 5 5 - - ND
113 M 10 5 5 QHI13R - ND
114 F 11 5 >5 - - ND
118 F 7 3 4 + = QHI118L  QHI118S
119 F 10 5 3 + - - -
120 M 8 >5 5 + - - QH120S
121 M 8 1 1 = = 4 = = =
122 F 7 5 5 = = I = = =
123 M 7 5 5 -+ Quizzr - QHIBSL
124 M 9 1 3 - - -
125 M 8 >5 >5 - - -
126 F 8 4 4 - - -
127 F 7 1 3 - - -
128 M 9 5 >5 - - -
129 F 10 3 1 - - -
130 M 11 1 2 - - -
131 F 9 5 >5 - - -
132 F 9 >5 4 - - -
133 M 8 >5 >5 - - -
134 M 8 2 >5 - - -
151 M 9 5 5 - - -
152 M 7 5 5 - - -
153 F 12 5 3 - - -
154 F 12 >5 >5 - - -
155 F 11 2 3 QHI155R  QHISSL  QHI55S
157 F 10 1 2 = = =
158 F 8 1 1 - - -
159 M 12 5 5 QHI59R QHIS9L  QHI59S
160 F 7 2 2 - - -
161 F 8 5 5 - - -
162 M 9 5 5 - - -
163 F 6 2 3 - - -
164 F 9 >5 >5 — _ _
165 M 10 1 2 — - -

Note: OD: Right eye; OS: Left eye; CS: Conjunctiva sac; ND: No data; Red, blue, yellow colors, three different ompA variants.
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Figure 2 Evolutionary relationships of ompA genes of Chlamydia trachomatis strains from Qinghai and
other ompA genovars
GenBank Bootstrap

Note: Numbers in parenthesis represented GenBank accession No.; Numbers at the branch points indicated the bootstrap values.
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