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Abstract: As inducement causes of food-borne diseases, the common food-borne pathogens are the
pathogenic microorganism spreaded by food which usually cause food poisoning. Metabolomics of
food-borne pathogen were to study the regularity and characteristic of the pathogenic bacterial small
molecule metabolisms, then to look for new detection targets and establish the food-borne pathogen
identification technology based on metabolomics method. The analysis of foodborne pathogens volatile
metabolites has been proposed as an alternative method for the identification of pathogens in food as
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the current metabolomics technology matures and existing microbial volatile metabolites database. This
paper reviewed the metabolomics of common food-borne pathogen research technology and its

research progress in clinical and food detection, simultaneously highlighted its broad application

prospect.

Keywords: Food-borne pathogen, Metabolomics, Detection, Biomarkers, Database
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Table 1 The metabolomics of common food-borne pathogen research methods
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Table 2 Database resources of microbial metabolomics

Fr5 Bt e | e Bl e
Serial number Datebase + Serial number Datebase
1 HMP: The Human Microbiome Project 9 HMDB: Human Metabolome Database
5 EcoCyc: En(;yclopedla of Escherichia coli K-12 Genes ; 10 BiGG Database
and Metabolism '
3 ECMDB: The Escherichia coli Metabolome Database 11 SYSTOMONAS genome Database
4 YMDB: The Yeast Metabolome Database 12 LIPID MAPS Database
5 NMD: National Microbiological Database 13 KEGGPATHWAY Database
6 MNPD: Microbial Natural Products Database 14 NCBI -PubChem Compound
UMBBD: University of Minnesota ' . .
7 e e Ry T oo ! 15 MetaCyc Encyclopedia of Metabolic Pathways
3 BioCyc Pathway/Genome Databases and Pathway Tools 16 Microbial Volatile Metabolites Database

Software
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Table 3 Microbial biomarker molecules
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