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Abstract: [Objective] The objective of this study is to define the species and distribution of
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the fungi in mangrove wetlands, and to lay the foundation for the development and utilization
of marine fungi. [Methods] Five hundred fifty soil samples were collected from different soil
types of trees (Avicennia maria, Aegiceras corniculatum, Bruguiera gymnorrhiza, Rhizophora
stylosa) and tidal zone (low, middle, high). The fungal isolate was isolated by dilution plate
technique from the soil samples. Fungal diversity and species identification was carried out by
based on the fungal morphology and rDNA ITS analysis. [Results] A total of 274 fungal iso-
lates were isolated from the soil samples. Among the 274 isolates, 39 fungal species in 19
genera were found. The dominant fungal genera within Zhangjiang mangrove tidal-flat area
were Aspergillus, Penicillium and Trichoderma. In addition, the fungal species of Talaromyces
helicus was a new record specie in China. [Conclusion] There is a wide variety of fungal spe-
cies in mangrove wetlands of Zhanjiang, and with potential prospects off development and

utilization.
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Table 1 The indentifacation of fungial spicies withen tested strains

HIH R 733 YRS T BB E ITS [FJEE GenBank
Fungal genera Isolates Frequency (%) Fungal species Morphology  Similarity (%)  accetion No.
Acremonium 1 0.4 A. sp. Y 100 AY 633563
Aspergillus 64 234 A. niger Y 100 EF136365
A. japonicus Y 99.6 GQ129211
A. flavus Y 99.8 GU565573
A. ochraceus Y 100 FJ797698
A. sydowii Y 100 FJ461692
A. terreus Y 100 GQ461911
A. sp. N 99.5 FJ797698
Bipolaris 3 1.1 B. hawaiiensis Y 100 EF540752
B. australiensis Y 100 AJB853762
Cladosporium 23 8.4 C. Cladosporioides Y 100 EF577236
C. sphaerospermum Y 100 GU017501
C. sp. N = FJ755820
Curvularia 2 0.7 C. lunata Y 82.3 DQ836798
Fusarium 23 8.4 F. oxysporum Y 100 GU565571
F. chlamydosporum Y 93.1 EU556725
F. solani Y 91.3 AY 633746
Gliomastix 3 11 G. murorum Y 94.8 EU326188
Hortaea 9 3.3 H. werneckii Y 100 AY213656
Microsphaeropsis 1 0.4 M. arundinis N 100 FJ037774
Mycosphaerella 1 0.4 M. sp. N 100 FJ037771
Nigrospora 1 0.4 N. oryzae Y - -
Penicillium 62 22.6 P. restrictum Y 91.3 AY373928
P. aculeatum Y 100 AF033397
P. verruculosum Y 100 HMO049911
P. glabrum Y 92.6 EU644087
P. citrinum Y 100 GU566273
Pestalotiopsis 8 2.9 P. microspora Y 100 GU171385
P. palmarum Y 100 GQ888738
Phoma 1 0.4 P. betae Y 97.6 EU594572
Pichia 4 15 P. guilliermondii Y 100 EU568967
Rhizopus 2 0.7 R. oryzae Y 100 AB181317
Scedosporium 4 15 S. apiospermum Y 100 AY 213683
Talaromyces 20 7.3 T. helicus Y 100 AF033396
T. stipitatus Y 100 L14514
T. flavus Y 100 EU021596
T. trachyspermus Y 100 GQ365160
Trichoderma 33 12.0 T. harzianum Y 100 FJ459971
T. erinaceum Y 100 EU280106
Unknow species 3 1.1 N = =

TEY: CHEMZE N REfEFZE.

Note: Y: Determined species; N: Undetermined species.
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Fig. 1 Phylogenetic tree of rDNA-ITS gene sequences of the fungal isolates and relational strains
Note: Neighbor-Joining tree shows the phylogenetic relationships among rDNA-ITS gene sequences of marine culturable fungi of
mangrove wetlands and their closely related sequences downloaded from GenBank. The numbers at the nodes represents the boot-
strap values based on Neighbor-Joining analyses of 1 000 resample data sets. The scale bar indicates 5% nucleotides.
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