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Bacterial Diversity of Sediment in Different Regions
of Taihu Lake During the Algal Bloom

CHEN Nan' QU Jian-Hang' LI Hai-Feng' LIU Wei-Jie'
YANG Jin-Shui' JI Jiang” YUAN Hong-Li'
(1. State Key Laboratories for AgroBiotechnology, College of Biological Sciences,

China Agricultural University, Beijing 100193, China)
(2. Nanjing Institute of Geography and Limnology, China Academy of Science, Nanjing, Jiangsu 210008, China)

Abstract: In different regions of Taihu Lake, phosphorus, nitrogen and the microbial biomass C of the
sediment were determined, and using the terminal restriction fragment length polymorphism (T-RFLP) tech-
nique, bacterial community structures were analyzed. The content of total nitrogen and total phosphorus of
sediment No.6 and No.16 were the highest. Trend of various forms of nitrogen and phosphorus with total ni-
trogen and total phosphorus was basically the same. The result of microbial biomass C showed that No.6 and
No.16 were significantly higher than other sites which were similar with each other. Results of T-RFLP
showed that there were differences between the bacterial diversity of different regions. Bacterial diversity of
No.16 was lowest, but No.1, No.6 and No.7 were higher. Both the composition and the proportion of bacte-
ria from different regions were significantly distinct. In addition, Alphaproteobacteria, Betaproteobacteria
and Gammaproteobacteria which have relationship with cycle of nitrogen and phosphorus are very rich in
sediment of all the sites. And Deltaproteobacteria which is related to cycle of sulfur and iron is also rich.
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Table 1 The pH of overlying water, interstitial water
and sediment in different sites of Taihu Lake

1" 6" 7" 10" 16° 21 24"
Samples

Overlying 8.9 7.6 8.7 8.8 8.6 7.7 8.0
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water
) 7.5 7.6 7.5 6.9 7.4 7.4
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Table 2 Bacterial diversity of sediment in different sites of Taihu Lake

Hha 1 Msp Hae
Samples Richness Evenness Shannon-Weiner  Richness Evenness Shannon-Weiner Richness Evenness Shannon-Weiner
(S) (En) (H) (S) (En) (H) (S) (En) (H)
1 43 0.8613 3.2397+0.0042 37 0.8480 3.0619+0.0109 39 0.8144 2.9838+0.0308
6" 41 0.8573 3.1835+0.0661 58 0.8724 3.5422+0.0194 59 0.8532 3.4791£0.0135
7" 34 0.8837 3.1161£0.0641 36 0.8778 3.1456+0.0116 47 0.8464 3.2589+0.0007
10* 43 0.8290 3.1180+0.0020 46 0.8183 3.1044+0.0303 46 0.7741 2.9637+0.0851
16" 37 0.7807 2.8191+0.0113 46 0.7986 3.0575+0.0522 39 0.7530 2.7588+0.0315
21% 40 0.8394 3.0965+0.0536 39 0.8189 3.0000+0.0114 44 0.7625 2.8854+0.0083
24" 47 0.7975 3.0706+0.0555 47 0.8229 3.1685+0.0227 34 0.7888 2.7818+0.0386
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