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Medical genetics 2.0: Human chronic diseases-associated genes are primarily the
genes of human symbiotic microorganisms and secondarily the human genes
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Abstract ; The current situation of high incidence of chronic diseases poses a great challenge to the realization of the
strategic goal of “healthy China 2030”. Although many medical institutions and government departments have made
great efforts, however if we still persist in the existing chronic disease prevention and control strategy and the
concept of medical reform, it is difficult to achieve a breakthrough in the prevention and control of chronic diseases
in the near future. There is an urgent need to develop new ideas in this field in order to solve the problem of high
incidence of chronic diseases. According to a large number of reports in recent years, there is a close correlation or
even causality between human symbiotic microorganisms, especially gut flora and a variety of chronic diseases.
Based on these results, our laboratory found that “hunger sensation comes from gut flora” through a large number of
clinical studies. Combined with many literature reports, it has been demonstrated that many chronic diseases can be

improved by targeting the abnormal gut flora. It thus provides an important basis for “chronic diseases originate from
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abnormal gut flora”. Accordingly, the concept of “medical genetics 2.0 (MG2.0)” is put forward and the core idea
of MG2.0 is to attribute the pathogenic factors of complex diseases (mainly chronic diseases) to human symbiotic
microorganisms, especially the genomic abnormalities of gut flora, while the human genome abnormality is the
result of compliance changes. The main contradiction of chronic diseases is the abnormal genome of gut flora, while
the human genome abnormality is the secondary contradiction of chronic diseases. The interaction between these two
sets of genomes eventually leads to the continuous development of chronic diseases. If only to correct the human
genome but without correcting the genomic abnormality of the gut flora, it is difficult to win the war on chronic
diseases fundamentally because the abnormal gut flora genome will continue to affect human health therefore on
chronic disease prevention and control. The researches focus on the field of medical genetics should be deepened to
human symbiotic microorganisms such as gut flora. The research on the relationship between human genome and
human symbiotic microorganism genome is largely needed to establish the gut flora portrait at different levels
including genome, transcriptome, proteomics and metabolomics of different chronic diseases. It is important to
develop new approaches to correct the breakthrough of abnormal gut flora in order to find a new way to prevent and
control chronic diseases.
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Fig.1 Diagram showing the hypothesis of medical genetics 2.0 ( MG2.0)
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