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Exploration of a new teaching pattern for bioinformatics
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Abstract: The discussion of the necessity of establishing bioinformatics courses and the construction of the most
suitable composite model of education are proceeded on the basis of teaching practice and the characteristics of the
bioinformatics courses combined with modern educational technology. This provides a guidance for the teaching
implementation of bioinformatics courses in China. The connotation of bioinformatics is expanding with the progress
and development of the times, which includes the basic knowledge of computer science and biology as well as the
fields of research bioinformatics and applied bioinformatics. It is necessary to combine these basic courses in the
teaching of bioinformatics, which not only helps to enhance students’ understanding of bioinformatics, but also
serves as the cornerstone for their further bioinformatics research. Therefore, the most important question for
teachers to speculate is how to properly deliver to students these basic courses of bioinformatics with a wide and
deep range of knowledge, thereby forming a unique teaching system and making the teaching of bioinformatics more
successful and complete.
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Fig.1 The process of specialized bioinformatics course plan
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