. 416 - IREYESHE  www.biomed.cnjournals.com Progress in Modern Biomedicine Vol19 NO.3 FEB.2019

doi: 10.13241/j.cnki.pmb.2019.03.004

KHETEGHAS RNA HIT AR 40K e i 3 *

WS AR A A AR Hige 't
(1 ZR G EJAF VG S BERE AT ARSI R B % &4 710032;2 IR 4 = ERE ARl 1% 8 & 714100)

AE B 4K K42 3k % A RNA HIT(IncRNA-HIT) /2 JR £ AT & 69 ik R R 55 8 2% W6 SRR B AR AR e 48 K i, F-RITIR 8 97 09
e b, FEMEFHL20I5F1 AZ2018 5 1 AAZTEZERFH—WBERATTF KE7 49 80 4 22 )5 B AE 5 69 IT 4a ISz
BHGITBARARFAR . KA L EZEREHERS (QRT-PCR) H4en) & 5 F Kotk 09 I S 422 A AR 09 5 55 41 22 F
IncRNA-HIT ¢4 & ik, 5 54T HIT 5 & 506 AR A £ F, SR RAMFEAL P IncRNA-HIT 9 &£ (6.17+ 4.38)
2 & TRFARQ81E 2.58), 29 4 & 4404 2.20 45 (P<0.05), AT & 4028 F HIT #9435 5875 TNM 581 WP K N Z 2 F
#8055 (P<0.05), ¥ 5 M 3] F#4 ATAEAL HBV AFP 8 E48 54 H(P>0.05), 518 : IncRNA-HIT & AF/E AR F 25 kL, TR &
A AR IARART AR, SFT AR AT 87 973 5

385 . ¥ 4% 3F 45 7% RNA ; IncRNA-HIT ; & % BT 5

hE & E:R735.7 XEMFIREG:A XEHS:1673-6273(2019)03-416-04

Expression and Significance of Long Non-coding RNA HIT

in the Hepatocellular Carcinoma*
YANG Zhe-feng"?, HAO Xiao-kun', YANG Zhen', XIA Cong-cong', YANG Zhao-xu'*
(1 Department of Hepatobiliary Surgery, Xijing Hospital, Air Force Military Medical Universitv, Xi'an, Shaanxi, 710032, China;
2 Department of General Surgery, Third Hospital of Weinan, Weinan, Shaanxi, 714100, China)

ABSTRACT Objective: To explore the expression of IncRNA HIT in the hepatocellular carcinoma (HCC) and its correlation with
the clinicopathologic characteristics of patients, and find new target for HCC treatment. Methods: From January 2015 to January 2018,
the liver cancer tissues and adjacent tissues of 80 cases of patients who underwent surgical treatment were collected and screened with
pathologically confirmed hepatocellular carcinoma in the First Affiliated Hospital of Air Force Military Medical University. qRT-PCR
was performed to measure the expression level of the IncRNA HIT in 80 cases of HCC specimens and paired adjacent normal liver
tissues (ANLTSs) after surgery and the correlation between IncRNA HIT expression in the HCC patients and clinical characteristics were
further analyzed. Results: The expression of IncRNA HIT in HCC tissue (6.17% 4.38) was significantly higher than that in the ANLTs
(2.81% 2.58), nearly 2.20 times to ANLTs (P<0.05). The expression of IncRNA HIT in HCC tissues was significantly related with the
TNM stage, tumor size and number. However, there was no obvious correlation with the age, gender, liver cirrhosis, HBV and AFP (P>
0.05). Conclusion: The expression of IncRNA HIT was up-regulated in the HCC tissues, it may be involved in in the development and
progression of HCC and used as a new target for the treatment of HCC.
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Fig.1 The expression of IncRNA-HIT in HCC and adjacent tissues
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* 1 FHEALR P IncRNA-HIT RiZ 5 IE KR ERHIENX TR

Table 1 Correlation between IncRNA-HIT expression and clinicopathological characteristics of HCC

LncRNA-HIT expression

HCC features ¥ p value
Low(n=40) High(n=40)
Gender 0.672 0.412
Male 30 33
Female 10 7
Age 1.614 0.204
<50 13 8
2 50 27 32
Cirrhosis 2.469 0.116
Absence 26 31
Presence 14 9
HBV 1.455 0.228
Absence 15 10
Presence 25 30
AFP 0.879 0.348
Low 16 12
High 24 28
TNM stage 6.241 0.012
[ -1 29 18
-V 11 22
Maximal tumor size 7.218 0.007
<5cm 27 15
2 S5cm 13 25
Tumor number 7.366 0.007
Single 29 17
Multiple 11 23

B AR DCI S, WF5T SR B, IncRNA-HIT F= 258 4] E £5%h
S S M S 0 mRNA K E SR E R RE T
AT A SE IncRNA-HIT frifs 319 EMT 40 il iE 8 FLR 28 1 ik
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BRI
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