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ABSTRACT Objective: To investigate the expression and clinical significance of survivin(Survivin), S-phase kinase associated pro-
tein 2(Skp2)and X-linked inhibitor of apoptosis protein (XIAP) mRNA in non-small cell lung cancer(NSCLC ). Methods: The patho-
logical tissues of 182 patients with NSCLC, who underwent surgical resection in Third People's Hospital of Yunnan Province during
April 2014 to May 2017, were collected as study group; in addition, the paracancerous tissues outside Scm beside the cancerous tissue of
each patient were collected as control group. The positive rates of Survivin, Skp2 and XIAP mRNA in the two groups were compared,
and the relationship between the expressions of Survivin, Skp2 and XIAP and clinicopathological features of mRNA was analyzed. Results:
The positive rates of Survivin, Skp2 and XIAP mRNA in the study group were significantly higher than those in the control group, and
the difference was statistically significant (P<0.05). The positive expression of Survivin mRNA was not related to age, sex, tissue type,
differentiation degree, clinical stage, lymph node metastasis and smoking history (P>0.05). The positive expression of Skp2 mRNA was
not related to age, sex, tissue type, differentiation degree, lymph node metastasis and smoking history (P>0.05), but related to clinical
stage (P<0.05). The positive expression of XIAP mRNA was not related to age, sex, tissue type, differentiation degree, smoking history
(P>0.05), but related to clinical stage and lymph node metastasis (P<0.05). Conclusion: Survivin, Skp2 and XIAP mRNA are highly ex-
pressed in the pathological tissues of patients with NSCLC. The positive expression of Skp2 mRNA is related to the clinical stage, and
the positive expression of XIAP mRNA is related to the clinical stage and lymph node metastasis.
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1.1 —f&ER

B 2014 48 4 H 3] 2017 45 5 H R BT 182 45 NSCLC
BELETFARPUIERAR A LI , AR 0 P&
JRERANIZ W NSCLC; 0 fRFH XS AR I FE AN 1E W 2 HEBRAR
HE: 0 ARATHEZ L IALITIAIT; o IMIRFORIARSERE , 182 {4l
NSCLC g+, 5 101 5], 4z 81 f4i], 4F- % 36-84 %, SF-H4E R
(67.7 8.6)% ; A L1 ifdes 96 4], 5458 70 5], TH A5 78
16 5 4 ARFR B < AR 534k 96 ], =i 434k 86 ] ; TNM Iife R 43
W 1~10 48 80 3], TII~IV #3102 f3i] ; 45 Ik L 45 5488 104 f51], Joitk
CLE5HAS 78 {51 A R KR sk 132 451), TR AR sE 50 151, B i 25 5
WA AR A58 Sem LIS S5 2 S UE X R, B0nbrAR
7€ 30 min PN'EF —70°C {9 vk -P ORAE R
1.2 RWHE

B 50 mg A A7 URAF AU THRIGE RNA, Sl SR

BIRE, A Trzol 12477 1 mL, J 4k )5 G D5 HhAR , A S TR s g2
HBUS RNA, CEHREUYE RNA BT -70°CRIvKFEHI-AF. N
MBI 33 i 537 5 (e A B R AR I RHE A IR W) &Gk eD-
NA, 3 g & RNA 173050 5% B 5k 20 wL,cDNA &
MU BT 20 CHKFE TR, ITABI1¥IH e T A
RIS RA GG, EAARLT survivin_Fi#514: 5'-CCAC-
CGCATCTCTACATTCA-3', T ii# 8] ¥ :5-TATGTTCCTC-
TATGGGGTCG-3', Skp2 I {iEE| 4 :5'- AGTCTCTATGGCA-
GACCCTAGACC-3',Skp2 Fii#5| 4 : 5-TTTCTGGAGATTCT-
TTCTGTAGCC-3', XIAP L i#5|#):5'-AACCTTGTGATCGT-
GCCT-3', F ¥% 5| ¥ :5-ACCCTGGATACCATTTAGC- 3,
GAPDH [ %514 . 5'- ATGACCACAGTCCATGCCAT-3', F
WEB| 4 : 5-TTCCTCTTGTGCTCTTGCTG-3', % & Wi 5k )z v
(PCR): B L& cDNA =¥y 1 pLERHR , GAPDH £ N 2,
SERfE L PCR: 7R 95 C T AT MR M, 30 5595 'C A2, 5 s5
1E 60 TR, 31s, HEE 40 4-FFF, B 10 pL PCR JZ i /™~
Yy, #EAT L% e EE RS UK , SR HIRAL S BE AT B 68l i
BEIE R R G LIRS Rl AT T o
L3 GitEFE

PEF SPSS19.0 Xt A B #ATEL 4307, AR AR
(%)Fn, TR TR EOR I fRiE2E(xt s)F
TR, HEAT RS, DL P<0.05 2% T Giit ki X,
2 R
2.1 Survivin,Skp2 #1 XIAP mRNA 7EJE 2 A A FNIE=HAH
FRix

¢ 4H 14 Survivin Skp2 Fl XIAP mRNA JH 12 i 2 5 T
HELE 22 F A G2 X (P<0.05) , AR LR & 1.

% 1 4 Survivin,Skp2 1 XIAP mRNA PHMEZR L [n( % )]
Table 1 Comparison of positive rate of Survivin, Skp2 and XIAP mRNA between two groups[n( % )]

Survivin mRNA Skp2 mRNA XIAP mRNA
Groups n
Positive(+) Negative(-) Positive(+) Negative(-) Positive(+) Negative(-)
Control group 182 26(14.29) 156(85.71) 31(17.03) 151(82.97) 25(13.74) 157(86.26)
Study group 182 134(73.63) 48(26.37) 130(71.43) 52(28.57) 110(60.44) 72(39.56)
x? 130.076 109.157 85.069
P 0.000 0.000 0.000

2.2 F35E4E Survivin,Skp2 #1 XIAP mRNA %Kik 5k KRB
ERIK BRI

Survivin mRNA { BHPEF I8 54506 PER) 2128 ik
TREE I R R 255685 A s JE 6 (P>0.05) . Skp2 mR-
NA B FHYE R S e 28T SR R E 255
% A 52 T2 56 (P>0.05) , 51l IR 43 i 4 % (P<0.05), XIAP
mRNA [ BHM: A5 HAEES PER B8 AR B TR
HIEH(P>0.05) , Sl PRA T Ik EL L5 B AH G (P<0.05) , Bk
IR,

3 3
T R X A 2K i B e 8 70 T 52 WS T G L A5
TG T RS 1 R 3 R AT I e 10, 1 R 4 2014 4

AR VR G5 SR TR MR R PR s v 9 14 A
FAERTII I 2 5, Lo AU E SRR 2 ), OF BLAET 31y
HEE T A2 B BT R AN A 5, N2 T e A il
W2 W N 2L LK R AR RNA A BUKE o T4 23T
5¥3¢MH , Survivin, Skp2 \ XIAP Caspase-9 45 3 [K 3 i 73 7 Fe ik
AR AR R R B Gl R B, Survivin, Skp2  XTIAP
TEEMEMR I R A K SR R vh &2 i/ kKK, Tl Caspase-9 i#
TLIRFRIKT 25 [ ) Ao BRI AR R AN ] 3
KPR LA BT HAT R R AR (0 BE TR R GK 0%, RS 4 Sl
TR o PRI (0 & FEANY 5 2 a4 5 L 53
AR ARG, S5 AN Tt 2 UIAH OG0 AR 8 TR AR TS A
PR ARG AR T R 38 5 A B T AT R A P Y 2
PR T B, THC 5 AL 434 E T PR e A 0 ) L T B, i
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BEL, 5 b e 200 e b 2R M 7232 B2 R, AR IS, B0 AL
LHZ e B e 20 L A AR TR RS, R AR ML AR AL A 5 A T

B, DRI Gan a2 A R T B 0 1977 1 20 B e A
SKVETT MR RIS, T Survivin,Skp2 XIAP 45 ELAT T
I hRE A LR R R I R 78 A B

3 2 Survivin,Skp2 #1 XTAP mRNA i 5l RIFIEFHAER X RO
Table 2 Relationship between expression of Survivin, Skp2, XIAP mRNA and clinicopathological features

Survivin mRNA Skp2 mRNA XIAP mRNA
Clinical indicators n  Positive Negative  x? P Positive Nega- x? P Positive Nega- x? P
() ) () tive(-) () tive()
80 32 75 37 65 47
60 112
(7242)  (28.57) (66.96)  (33.03) (58.04) (41.96)
Age(years) 0.724  0.395 2.844  0.092 0.704  0.402
54 16 55 15 45 25
<60 70
(77.14)  (22.86) (7857)  (21.43) (64.29) (35.71)
74 27 74 27 64 37
males 101 0.376  0.540 0.813  0.367
(73.27)  (26.73) (73.27) (26.73) (63.37) (36.63)
Gender 0.015 0.902
60 21 56 25 46 35
femals 81
(74.07)  (25.93) (69.14)  (30.86) (56.79) (43.21)
Adenocarcino- 72 24 69 27 58 38
96 2.096 0.351 0.900 0.637
ma (75.00)  (25.00) (71.88) (28.13) (60.42) (39.58)
. Squamous cell 52 18 52 18 44 26
Organiza- 70
_ carcinoma (7429) (2571) 1.129 0.569 (74.29) (25.71) (62.86) (37.14)
tion type
Adenosqua-
10 9 8 8
mous 16 6(37.50) 7(43.75)
) (62.50) (56.25) (50.00)  (50.00)
carcinoma
poorly 76 20 70 26 62 34
96 0.220 0.639 1.459  0.227
differentiation (79.17)  (20.83) (72.92) (27.08) (64.58) (35.42)
Differentia-
medium and 3211 0.073
tion degree ) 58 28 60 26 48 38
highly 86
) o (67.44) (32.56) (69.77)  (30.23) (55.81) (44.19)
differentiation
62 50 30 39 41
I-1I 80 18(22.5) 5.576  0.018 8.158  0.004
(77.50) 1.103 (62.50)  (37.50) (48.75) (51.25)
Clinial stage 0.294
72 30 80 22 71 31
1I-1v 102
(70.59)  (29.41) (7843)  (21.57) (69.61) (30.39)
77 27 72 32 70 34
Lymph nod Yes 104 (74.04)  (25.96) (69.23)  (30.77) 03740449 (67.31) (32.69) 47870029
node . . . . . .
P 0.021 0.884
metastasis 57 21 58 20 40 38
No 78
(73.08)  (26.92) (74.36) (25.64) (51.28) (48.72)
100 32 96 36 83 49
Hi f Yes 132 (75.76)  (24.24) (72.73)  (27.27) 0397 0529 (62.88) (37.12) 11960274
istory o . . . . . .
r?/ 1.124 0289
smoking N 34 16 34 16 27 23
0
(68.00)  (32.00) (68.00)  (32.00) (54.00) (46.00)

TEARRMFSEL T, WFFELH Y Survivin, Skp2 Fl XIAP mRNA
PR 3 0 2 T X B, 28 A gt 3 L (P<0.05) . X Ui
TE NSCLC 3 iR A8 414 7 Survivin, Skp2 1 XIAP mRNA
SIS ERIK, W RE SRR AR VR RAFAAAE M. Survivin J&
— Rl 142 NEIERRA AT TR A, DURNE R A%
FEAE A F 200 16.5kD 2 H il & SRR S sl AR T4 il
K2 —B2) ZI5F5E & P, Survivin 7EFUIRIE i 45 %
YNSRI T B S R P R 3R A R IR W R Rk
1 100 ZHh R 5 v SRR ZEE A1 T4 4 (22, 53 S ARHE
5% &, Survivin mRNA ) BH M 235 54486 51 ZHZI28R)
SRR EE W PR3 MR LS55 R AR s B (P>0.05) 35X 5

X UL A N AR SR 45 SR — 3™ {HAE Zhang K 45 A FRFSE A2,
Survivin Sl RAEAMISE, 1 A 2E 50 R T RE = 25T Y
IR BIEAEAE—E 255 Skp2 FERIERL T A 5 S Y EiAsmiE -,
S FIEEYY 45kD,  BeAE F T RERR Tk % 4 e R 3 9 P i 4 R
p27kipl, fff p27kipl i@ Lz K - & EHA R AR R, 51 A0 A
JE IR, Skp2 TEZ BN th ek I B T, FEEREEL
P A TE I e SR, AEARIRBFSE T, Skp2 mRNA (1) i
PR 5 I R /3 AR 56 (P<0.05 ), 3 5 ki 0 A I iF o 45 21
— PN, XTAP 2 YA T4 85 1 505 Hh e s B0 R A S IR A
P2 bk 2R i 11 1l ( Caspase )i 5] 2 — , i i 401 Caspase >k
IO AR T AR FE & B, XTAP # I F AE S 5 I Rs PR AL [
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TAHSCH T8 S (TRAIL ) & AAE T, 1Y 58 Caspase-3 i,
X R AR ML S B AR SRR, R S R AR T, HL
Xof T AN 7 AR S B FEARBIESE R, XTAP mRNA (g BH
FIR AR M LR SRR AR S 56 (P>0.05),

I R G3 307 K T 25 % 78 1 25 A G (P<0.05) , 3 5 I [l g 4 A\

AIBFTE A R —3, f&R XIAP A ] fiE2 5 T NSCLC Ryt
Zx BTk, 78 NSCLC B35 i AR #L4H 24, Survivin  Skp2

1 XIAP mRNA FFHPERH R, H Skp2mRNA f fHMER A

Il R G, XTAP mRNA Y FEER A 51l R 700 bk L 255

45 5, Survivin , Skp2 Fil XIAP ¥ g5 5 T Mg m 4L &

Ji& , R SRR AT AR IS o
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