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ABSTRACT Objective: To study the relationship between 5,10-methylenetetrahydrofolate reductase (MTHFR) C677T and A1298C
gene polymorphisms and the homocysteine (Hcy) and blood lipid levels in elderly patients with simple systolic hypertension (ISH).
Methods: 212 elderly patients with ISH who were treated in our hospital from March 2019 to March 2021 were selected as ISH group,
and 120 elderly people without hypertension were selected as control group. The MTHFR C677T and A1298C gene polymorphisms in
the two groups were detected. The general data, plasma Hcy and blood lipid examination results in the two groups were collected. The
difference of plasma Hcy and blood lipid levels of MTHFR C677T and A1298C of different genotypes were observed. Multiple Logistic
regression was used to analyze the influencing factors of occurrence of ISH in the elderly. Results: Compared with the control group, the
T allelic gene frequency of MTHFR C677T locus in ISH group was higher, and the C allelic gene frequency was lower. The CC genotype
frequency in ISH group was lower, and the CT and TT genotype frequencies were higher (P<0.05). Compared with the control group, the
C allelic gene frequency of A1298C locus in ISH group was higher, and the A allelic gene frequency was lower. The AA genotype
frequency at A1298C locus in ISH group was lower, and the CC and AC genotype frequencies were higher (P<0.05). There were
significant differences in plasma Hcy and total cholesterol (TC) levels among different at MTHFR gene C677T locus genotypes (P<0.05).
There were significant differences in plasma Hcy and TC levels among different genotypes at MTHFR gene A1298C locus (P<0.05).
Plasma Hcy, MTHFR C677T and A1298C gene polymorphisms were the influencing factors of occurrence of ISH in the elderly (all P<0.
05). Conclusion: MTHFR C677T and A1298C gene polymorphisms are related to the TC, Hey levels in elderly patients with ISH. Plasma
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Hcy, MTHFR C677T and A1298C gene polymorphisms are the influencing factors of occurrence of ISH in the elderly.
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Table 1 Comparison of clinical data between the two groups

Dataes ISH group(n=212) Control group (n=120) Xt P
Age(years) 69.75+7.72 70.35+7.14 0.699 0.485
Gender(male/female) 112/100 68/52 0.454 0.500
Hcey(pwmol/L) 13.69+3.41 10.99+3.02 7.241 0.000
TC (mmol/L) 4.45+1.12 4.10+1.19 2.674 0.008
TG (mmol/L) 1.43+0.33 1.38+0.30 1.370 0.172
HDL(mmol/L) 1.33+0.36 1.37+0.38 0.953 0.341
LDL (mmol/L) 2.95+0.66 2.86+0.62 1.220 0.223
Uric acid(pmol/L) 304.88+73.08 299.85+77.34 0.590 0.556
Note: Hey: homocysteine. TC: total cholesterol. TG: triglycerides. LDL: low-density lipoprotein. HDL: high-density lipoprotein.
* 2 MARFRDBILER
Table 2 Comparison of genotypes between the two groups
ISH group(n=212) Control group (n=120)
Groups © P
n (%) n (%)
C677T
Genotype
CcC 42 19.81 55 45.83 25.091 0.000
CT 105 49.53 40 33.33
TT 65 30.66 25 20.83
Allelic gene
C 189 44.58 150 62.50 35.162 0.000
T 235 55.42 90 37.50
A1298C
Genotype
AA 51 24.06 50 41.67 12.719 0.002
AC 106 50.00 49 40.80
cC 55 25.94 21 17.50
Allelic gene
A 208 49.06 153 63.75 13.336 0.000
C 216 50.94 87 36.25
MTHFR J& [K A1298C fif 5i CC # AC #! AA BIZ [i] TG, BRI, 20 AZ@RR . 1l Hey /KT REAES & L EARBR ],
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BRI )N A 2R, #1172 B & Logistic [MIJF 5347, 4551
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Table 3 Relationship between MTHFR gene C677T, A1298C gene polymorphisms and Hey and blood lipid indexes

Genotype Hey(pmol/L) TC(mmol/L) TG(mmol/L) HDL(mmol/L) LDL(mmol/L)
C677T
TT 35.22+8.24 5.23+1.51 1.95+0.84 1.32+0.36 3.32+0.75
CT 19.30+7.51* 4.88+1.05% 2.13+0.90 1.33+0.41 3.29+0.97
cC 14.34+6.06*" 4.36+0.95** 2.26+0.92 1.40+0.53 3.40+1.09
F 127.410 8.251 1.982 1.688 0.211
P 0.000 0.000 0.141 0.190 0.813
A1298C
AA 15.20+6.13 4.22+1.21 2.32+0.90 1.41+0.36 3.42+1.10
AC 21.65+7.32% 4.80+1.14* 2.15+0.93 1.37+0.42 3.31+£0.94
CC 34.19+7.86* 4.99+0.98*" 1.96+0.82 1.30+0.33 3.30+0.89
F 97.903 6.962 2.155 1.143 0.272
P 0.000 0.001 0.119 0.323 0.766
Note: compared with TT genotype, *P<0.05. Compared with CT genotype, “P<0.05.
% 4 ZARE Logistic B33 #7& 4 ISH R EMZIMEER
Table 4 Multivariate Logistic regression analysis of the factors influencing the occurrence of ISH in the elderly
Variable B SE Wald P OR 95%Cl
TC 0.279 0.193 1.796 0.410 1.308 0.930~1.378
Hcy 0.567 0.197 9.277 0.003 1.721 1.435~2.091
C677T 0.642 0.182 11.668 0.001 2.043 1.814~2.464
A1298C 0.728 0.215 12.597 0.000 2.052 1.922~2.271
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