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AFLP and Its Application in Zoological Research
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Abstract: The AFLP (amplified fragment length polyvmorphism) technique is based on the selective PCR amplification
of restriction fragments from a total digested genomic DNA. The technique involves three steps: restriction of the DNA
and ligation of oligenucleotide adapters, selective amplification of sets of restricted fragmenis, and gel analysis of the
amplified fragments. The fragments generated by AFLP are dominant and powerful DNA molecular markers for poly-
morphism detection. This method is applicable to any organism without prior knowledge of its genomic makeup. Some
modifications of the method have been adopted since the appearance of AFLP. In this review, we will briefly iniroduce
the application of AFLP to the study of generating linkage maps, QTL ( quantitative trait loci} mapping, genetic varia-
tion, sex determination, breed behavior, disease and disease diagnoses with examples rom nematodes, insects, fish-
es, birds, domestic animals, rats and humans.
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BAK 5 N A6 28 B 4% H B 8 3k (antificial oligonucle-
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FISFIE" IR A B R L3, T &R
4P DNA HEAT 4 Fi IR .
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41 B o T o T FRBE R 0 AFLP 4R 0 17 5 B 1
Hardy-Weinberg T .
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Cho 21 40 I ¥ 55 70 A5 B P 368 B o 3% ( PAGE) U %5
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HERAREWANS FRCIAE™ ™, AFLP M B &
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K4, ERTHFLHBNE L. Pepho ™ @ it #f
AFLP 45 Wk i Bt it , P4 vk iR & 40 P ¥ (normal
mixture) 53-8 45 , W i B8 F B — T B9 2 B ) (geno-
types) FEAE BB (b & BRI T 4T &

2 AFLP SR TESTH 4 T Y R R
H

WAEN, — SR EH AFLP AR R T il H %
AR RS T3 THERFENER,
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Rkl 1 Knom % F A 204 4~ AFLP £ T 4510 1%
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F BB A N E. Lumsden %5 R FFF 3 AR 5 LR
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B .
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WRICHB R, ATLPRFES R 17 MBI TERRES
e EaE, (HegS WA LA DNA 2 FiricBERH
MRREEASHAT IR ML H T EERAE -
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FEERAT W % 1 H , Questiau ) FI F§ AFLP
Ho A % B UK W 30 ( Luscinia svecica namnetum ) 7 35 #E JE
EEHWEIERAS. AR HTFRESNTHIE
SHOT 51 69 4 38 BTG SE AL AR SR AT 5L, AT AFLP £ 30
FLM, BLA, BVEE BT ( Ambystoma mexicanum ) 5F 75
REXWOHT) B —Fh 52 4 18 Ry A i 4 78 7 =
Yoss %[SS}HQTHF%E‘W A. tgrinum tigrinum M E
i A . mexicanum X H %% 38 F1 {CH [ 32 /5 144 AFLP
o HB= 1S E N AFLP fR0. BRIAR 4.
mexicanum YWHEXETF - THFRELEEEMHT B H
Mg MES KW EEERS R T HREN &
EETAERERE,
24 EEREERESHMRPNER AFLP 22 H
EEAB S IZH A E T E. TR R K
Al B B R B [ KK 2 51, Fukuda %% #I) H) AFLP
BRI TA%ENS AR DNA, iEFAH41T~558
REREBEREHEANWER BEMNS -&C2H
HIMBBHEEET LR, B ENER S otoskeletal 8
HRENRE EWEE; R AT, T Ma-
jima UM — fp o B AFLP 3% A A B Tse2 2R
REFEFHEMENAEF AR RAGEH, —
Pl & 1 “rising dbl quote, left {low) Niban” B3 [X % #%
et — MR . ZEESELTEELIR A
MR F3% , 3% £ /) B Eker '8 BE 98 80 85 H3 F0 A B ' B
AR RS BREEF AR DIRAMPRE.
Majima 5530 3% 70 5 B 2 'H M R 99 9 RS 4R T L % 51
2 T 5 0 T 2 B

B A, AFLP £ AR B i 47 75 F O 58 M 2 W R BLIF
TH. Rob %™ Ml FE A B A AN LB WH
AR (AN (F M e BRI R A A A AR T
EE BB H (vancomycin-resistant Enterococcus faeci-
um , VREF) W 8k 1T AFLP 37 B R BRI HBRR
EHREAESF TN RE AR ABRAEE AT
SEHEGHDHE T A F K AFLP B3, 1M A
BhMAEEN N EL T — MR, R
EFMAFRHBERANEETEREXRNF SR
FEABP M VREF, Rob Sk X S AMIEWH T AHE
B VREF EERFE THERANBEKRENFE
FHEHE N VREF, R & 4 & L § VREF o] L) [
ABFEE A,

F4h, Faux 57 PR AFLP H AR 547 T %1 5 5 F0 #
WE TR A A A A7 80U M (life-threatening sensitivily ) 5
H PR (HLA) T DRB1 B DRBI % {32 2 B [a] ) # %
P, BT EEN pE RIS M d HLA | BH %R

BEHNEE. FF AFIP A TS T HEEB MK
SRR HEE™ .

3 % it

FAFLPs B E T PCRY W IR ICH AR, HH
ARINESHRER. BETERMREMREZR &
STFEEERMRENEETRZ —, AFLPARIEHE
TS T s P 3 o 60 T B O S AR AT O B M RT
{BAFLP R FF I BHEMEH MR, A EF micro-
satellites 1A BBHE R AAEWE W RO E T RV I B 20
#7.{B AFLP T R 5 microsatellites 3 X . JFFIE B ES
SEAMEABEER SN EELR. Bt AF B
R MPEHE RERAE R QIL E A oF S RBF5E
FHEEAFIPHARMEAHBDR, MEFEHHITA
FhnLlEE.
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