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Table 1 The basic features of several endoproteases

Endoprotease ~ Cleavage site Other features Commercial name (Supplier)

Enterokinase DDDDK* Secondary sites Recombinant enterokinase (Novagen); EKMax enterokinase (Invitrogen)

Factor Xa IDGR* Secondary sites at GR Factor Xa (Amersham); Restriction grade factor Xa (Novagen); Factor Xa
protease (Qiagen)

Thrombin LVPR*GS Secondary sites Thrombin (Amersham Biosciences); Restriction grade thrombin (Novagen)

TEV protease ~ EQLYFQ*G His-tag for removal of the protease
3C protease ETLFQ*GP GST-tag for removal of the protease

rTEV protease (Life Technologies)

PreScission protease (Amersham; Biosciences)

The position of endoprotease is indicated with an asterisk (*).
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Current Strategies for Polypeptide Fusion Tags Removal

XIE Hao”, YANG Cheng, CHEN Li-E
(Department of Biological Science and Biotechnology, Wuhan University of Technology, Wuhan 430070, China)

Abstract Using gene fusion technology, polypeptide fusion tags can be engineered into target proteins at the
genetic level. The resultant recombinant proteins may possess the biochemical properties of the imported fusion
tags. Therefore, it is possible to take advantage of fusion tags to improve and evaluate protein expression, to detect
and track protein targets, and to purify and characterize proteins. However, it is necessary to eliminate any
influence of the fusion tag in structural characterization experiments or in isolating pharmaceutical proteins.
Scientists must therefore remove fusion tags prior to structural and functional analyses when fusion tags are
suspected of interfering with the biological activity of a protein or influencing its behavior. The fusion tag can be
removed by several methods including harsh chemical treatment, mild enzymatic cleavage by endoprotease or
exoprotease, and intein-mediated self-cleavage. Here the literature is reviewed in relation to principles,
applications, and approaches of each method.
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