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Fig.1 Two dimensional IEF/ SDS PAGE profile of sequential extraction of cos7 cell lysates
(a) The extract of step 1; (b) The extract of step 2; (¢} The extract of step 3. Ellipses indicate limited overlap of some protein
spots between Fig. 1 and 2. Triangle indicates spots occured only in Fig. laand 2. Rhombus indicates some only in Fig. lc.



2001: 28 (3) A ESEYNEHERE

Prog. Biochem. Biophys.

- 417 -

SXHE R S =20 R R T — IR T AN RER R 1)
HOKPESR A, R T2 E T R R R

PERi. WIAERE Te WS T s R AR B A,
FEPE 2 Fp AR A I £

— 94 000

— 67 000

- — 14 000

Fig.2 Two dimensional IEF/ SDS PAGE profile of a single step extraction of cos7 cell lysates

Ellipses indicate limited overlap of some protein spots between Fig. | and 2. Triangle indicates spots occured only in Fig. la and Fig. 2.
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Abstract A threestep sequential protein extraction method was applied in proteomics analysis: using three
kinds of solutions with differential solubility to replace one kind of solution. The method increases the efficiency

of extraction and separation of the proteins compared with method of one solution.
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