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Abstract

factors involves both general chemical rules and

DNA recognition of the transcription
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specific stereochemical rules. Recognition helice
of transeription factor families binds to DNA,
positing at a major groove. Pairing between the
“residues line” of recognition helix and “ base
line” of base positions makes full fitting, usually
involving 3 turns of a-helix and 3~ 5 base pairs.
The binding geometry determined by interaction
of the residues and bases in recognition area is
which

Stereochemical

indicated in the stereochemical chart,
shows recognition specificity.
rules of DNA recognition by transeription factor
family are summarized at bases of the chart.
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Abstract PNA is DNA analog in which the
phosphate backbone has been replaced by (2-

University,

Lanzhou

aminoethyl) glycine unit that is linked to the
nucleotide bases via the glycine amino nitrogen
and methylenecarbonyl linkers. PNA can bind to

complementary oligonucleotides by Watson- Crick

Prog. Biochem. Biophys. 1998; 25 (1)

base paring with high thermal stability and
exhibit wide biological effects including modulat-
ing the function of DNA sequence specific bind-
ing protein and modulating the transcription and
translation in vivo or in vitro. Many applica-
tions have been explored for PNA as a new kind
of molecular biological tools. Despite its DNA
(RNA) binding properties, recent progress has
shown that PNA has potential for the develop-
ment of gene targeting pharmaceuticals.
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