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RERRESTIRIETRE HT 530005)

B E UNTFMESANETMERRY (Xanthomonas campestris pv. campestris) Bz
EWETHK T17 P REDN-SHRFEETN DNA A BRAEFH:, AFER AR EENRE
TEEHFIFEAN 94kb Hind II A B, %A BTRAETNEEHK T, REKEHRIE
BEASH, BB BRELSA I RBHSEER SRS R XOREE.

T HHEAARMFMERRY. S ER 2ARR
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ME MR EEESHYHEERIR(NFEMEA)PREEER., E1E
g, A B ETREETEREN EFEBRT, AOHEN RS ZEREHR
FEAHARUEEEREHY, BRT —S/REML BRASHESBABRLETH
RN+,

97 31 3 % 20 B F 9 3 B0 B! (Xanthomonas campestris pv. campestris, EUF B8R
Xeo) FUE+FUMMYRETNRENZ — WHESENRI 28 @3 ZRE,
Xanthan gum) 7 Tk FRF S ZHRAEY. RAT A ET TnSgusAS #THE, ik E
— BRI R, B AR SIS R R T TnSgusAS R E/FH,
RN EREFHNERTR, EX THEEN=EIARSEERETEAREST
Tn5gusAS B A BIES. i 5, &3 A B R Bl 9 A B34 5 AR KR 2 DNA AT
Southern 2¢%%, FIEL TEEARERDWEEFRIGEEERAFH AR KRS, £9%
M E R T117 REBIM TnSgusAS XIS AR, NFEREKP R
BT TABR A DNA K B Z B BERE R (n rans) EHETE TI17, KE KISR0 IE
HABEN.
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Table 1 List of stains and plasmids

k23 ¥ EETRAXR
Strains and plasmids Characteristics Reference or source
Bibk Stains
Xanthomonas campestris pv. campestris
8004 wild type, Rift f6!
Ti17 Xve EPS mutant [4]

Escherichia coli

DHS o supFd4 A lacU169 (@ B0facZ & MIS)
hsdR17T recAl endAl gyrA96 thi-| reldl [71
¥ Plasmids

pUCLHI9 Amp® {8]
pLAFRI Tc¥, Mob’', Tra’ 191
plI3200 Tc" [1e]
pBR322 T, Amp® i
pHGI117! ToSgusAS and i1s flanking sequence clomed in pBR322 151
pMT46B 9.4kb Hind I Xcc fragment cloned in pUCILLY this study
pMT46BP 9.4kb Hind IH Xee fragment eloned in plJ3200 this study
pMT%E3 1.9kb EcoRl Xero fragment cloned in pUCI19 this study
pMTPR3 1.9kb EcoRl Xce fragment cloned in pLAFRI this study
pRK2073 Tra", Mob', Km::Tn7, Spc”, ColEl replicon [6)

1.2 EFREAHBRRER

E. coli M Xanthomonas campestris pv. campestris BIIEFEMBE R EFBE AL EER
BEHExE6]l. FANEENKRE Sigma 278, AU EXHFERR: Tc(WHR).
Km(FHER). Amp(EFEHFEE) . Spc(HNEE). RfF(HEF).Gm (K AER).
1.3 ZRFES

HHERPREEMREREZBES KB EZ B =FEES% M Tumer F
138 041 7 1 AT
14 MEHSmeR

B S B AR B T SEFOR R LA B S W Osbourn BRI B s
1.5 BFEVERE

DNA 2 B, FR 6l v o4 U B8 A ) . DA 1 B BB o . B 4 F BERY [ET i, Southemn #5455 .
DNA L ZBHRID. 30 DNA # S SR T BVl KR En &,

2 %X
21 F4REERRSRTMSHEEEN DNA FYRIEE

Mg AR T117 TEREE) Y TnSgusAS K HARAB R & ik 2 5 (4 bl pHG 171
RSP RAB) A, SEAFBRAERNBMEUMNIT S EHKS DNA H BT
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1 FEREESRTE T HRENSHANES DNA HBE
Fig.] The DNA fragments in the wild-type strain corresponding to the mutated site in T117

1:A DNA/ Hind IIl; 2~ 12:the total DNA of the wild type strain digested with EcoRl, BamHI,
Hind I, Sal 1, Bgl II, Bgt L, Pvu [, Sac I, Kpn I, Xho I and Pst I, respectively; A~K: the
Southern hybridization of the DNA s of lanes 2~ 12 with the insert of pHGtl171 as a probe.

Southern 2432, ¥ & T BF A= R4 4 ok DNA 1 528 204K T117 4 2748 {31 S0 B2 FF 3 76 o Dk B
B E (| 1),

F EcoRI # Hind TN 4 BIEEMEAT, £ 1.9kb A1 9.4kb B Bt & F 52878 (i S LAY
DNA FE 5. Mok 8% 2 b 4 51 B e 49 1.9kb(EcoR1) #12 9.4kb(Hind IID) F BE3 43 51 7L R
B pUCH19 B 8L & % 1k KX B #7 8 DHS« B ¥ 5, L LoZaiade s bl S 2
pHGt1171 BIM R BV R SE R F X-Galfl [PTG
MEfEFRUWB AR TEERTHE RS
7RG, RS R B R T REUR R R . K
K Southern 2232 4+ 87 (B 2), iE X T HHEREFHE
HEMMIBEARFBRTH IS NEESEEMSHEN
DNAF M. BN XLEHARETHANE AR
pMT83 (& 1.9kb EcoRl A Bt) #l pMT46B (& 9.4kb
Hind Il K B?).

22 EEFINREERRNS RSN E T

B F pUCHIO iR A GETEHF MR R P 7
W% H, BATEREEL pUCI AR ERNE AR -
pMT83 I pMT46B 4 # 1.9kb EcoR1 i B M 9.4kb g, confirmation of the recombinant
Hind 111 1 B 4+ 5 K& B 738 7 3 FOBL pLAFRI B H plasmids pMT83 and pMT46B
i 4 L pl)3200, BT 3R E 4 kL 47 Bl 9 48 0 pMTP83  1:4 DNA/ Hind II; 2:pMT$3 / EcoRl;
(pLAFRI & 1.9kb EcoRl A E) Al pMT46BP (piy3200  »PMT46B/ EcoRl; 4:pMT83 / BamHl;
/g 9.4kb Hind T H‘&)e S:pl\.fﬂ"46]‘3/ BamHl1; 6~9:the Southemn
hybridization of the DNAs of lanes 2~

7€ pRK2073 BRI BN T, i =R A B 4 BF 5 with the insert of pHGt1171 as a
3515 9 B 4 B pMTPS3 #1 pMT46BP 53 5 A R probe.

2 FEHAMRK pMTS3 1 pMT46B
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P T117, [0, #8448 B pLAFR] #1 plJ3200
¢ 5 T117 2278 Bk BF 45 29 B Bk 8004, &
E.oEREANES TENISA RN 2L EE
W NYGA ¥ e 2 A MRSt E 60 = B, 7
28CH53% 5d )5, & F T117/ pMT46BP 5 8004
/ plI3200 M FE, M= 4 K BRI I B8, &% %
. EH A (E 3), % 9 5 4 FUR pMT46BP fE
RABHEEETINT, KEHENHEZENERS
A, T T117/ pMTP83 B4 P BRI £
¥ ,{85 T117/ pMT46BP # 8004/ pLAFR] # Lt
A2 T (EIeg ), BB pMTPS3 BREM T117 774
— s, BAETE2ER T117.

3 RREIEHERN RSB
Fg.3 Comparison of exopolysaccharide
production of different strains

Upper: T117/p1)3200; Down (left): 8004/ 3 it
pl3200; Down (right): T117/pMT46BP. RAFK TR ZEAREINEBELRRESR

FTHEFEAESHI B RMXOER EERNS, T4FE pMT46BP BB 2 H 4
TI7. RE KRS B E RS R, VLA A pMT46BP H19 9.4kb Hind I EEFH X
—EEEEN2EFH. pMTP83 R H+ A 1.9kb EcoRl i B, REESE4 T4 T117,
X 1.9kb FEBIRF RS X —ZHMN SR A LAl BEERPHEFBARTINR—
TEAENERANBRAT. BRETHERN BUAFHTHBT 19k IS EE R Z
BARFLOBHEA, HTFHETHBEAGXERFALEEFNERFIIL, B, X 1.9kb F
At REHEEFE, B RNELEFTRTERM 9.4kb Hind I A BAEEAM
R UMBEU EHERTREFHERERIEESRTHOERS.
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CLONING OF DNA SEQUENCES INVOLVED IN
EXOPOLYSACCHARIDE SYNTHESIS OF XANTHOMONAS
CAMPESTRIS PV. CAMPESTRIS

Zha Dongxing Tang Jiliang Ma Qingsheng

(Laboratory of Molecular Genetics, Guangxi Agricultural University, Nanning 530005)

Abstract By using a cloned DNA segment containing the mutated sequences from
the exopolysaccharide—deficient mutant T117 of Xanthomonas campestris pv. campestris
as a probe, a 9.4kb HindIll fragment harbouring DNA sequences corresponding to the
mutated site was identified and cloned from the wild—type strain. The fragment could
complement the mutant strain T117 in trans and restore the synthesis of
exopolysaccharide. This indicates that the fragment contains at least an intact gene
which is involved in the exopolysaccharide synthesis of Xanthomonas campestris pv.
campestris.
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