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Table 1 Taxa used in this study
Species Voucher information Origin Spot numberin 2DE gels
C. indicum CBS860. 68 Air, Germany 478
C. indicum CBS212. 74 Dung of herbivore, Kenya 370
C. indicum CGMCC3. 14184 Soil, Wenshan, Yunnan, China 489
C. funicola CBS158. 52 - 506
C. funicola CGMCC3. 9459 Discarded shoe, Taibai, shaanxi, China. 394
C. funicola CGMCC3. 9466 Soil, Wenshan, Yunnan, China 502
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Fig.1 Morphologies and their variation of ascomatal hairs occurring in C. indicum and C. funicola. A: Typical morphology of C.
indicum (CBS 860. 68) ; B: Variation of C. indicum (CBS 212.74) ; C: Typical morphology of C. indicum (CGMCC 3. 14184) ; D:
Variation of C. funicola (CBS 158.52) ; E: Typical morphology of C. funicola (CGMCC 3.9459) ; F: Typical morphology of C.

Sfunicola (CGMCC 3.9466) . Bars =100 wm.
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Fig. 2 Representative 2DE maps of the six strains. Nonlinear IPG strips of pI 3 — 10 were used for the isoelectric focusing in the first dimensional

separation. SDS—polyacrylamide gel electrophoresis is used for the second dimensional separation. A: C. indicum, CBS 860.68; B: C. indicum,
CBS 212.74; C: C. indicum, CGMCC 3.14184; D: C. funicola, CBS 158.52; E: C. funicola, CGMCC 3.9459; F¥: C. funicola, CGMCC

3.9466.
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Table 2 Matrix of distance indices (Dj) of six strains

CBS158. 52 CGMCC3. 9459 CGMCC3. 9466 CBS212. 74 CBS860. 68
CBS158. 52
CGMCC3. 9459 l0.525 T
CGMCC3. 9466 0629 068 ]
CBS212.74 0.858 0.787 0.787
CBS860. 68 0.917 0.712 0.824 0.732 T
CGMCC3. 14184 0.947 0.747 0.781 0.750 ~0.731
Chaetomium funicola (CGMCC 3.9466)
Chaetomium funicola (CBS 158.52)
Chaetomium funicola (CGMCC 3.9459)
Chaetomium indicum (CBS 212.74)
Chaetomium indicum (CBS 860.68)
Chaetomium indicum (CGMCC 3.14184)
0.1
3 ETHEEEMRRDMNIELAMENREHME
Fig. 3 Dendrogram constructed based on the distance matrix (Table 2) with the Neighborjoining algorithm. The
dendogram was rooted using the midpoint method. CGMCC refers to China General Microbiological Culture
Collection Centre. CBS refers to Centraalbureau voor Schimmelcultures, Utrecht, Netherlands. Numbers in
parentheses represent the accession numbers of the strains in CGMCC or CBS. The scale bar represents 0. 1 of unit
of Jaccard distance index.
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Protein expression patterns identify morphological
variability of ascomatal hairs in two species of genus
Chaetomium

3 1,3 . -1 . 2 . 2k . 1%
Qin Sun ", Xiaoyong Liu , Qian Wang™, Yuanming Luo” , Xuewei Wang
'State Key Laboratory of Mycology, ’State Key Laboratory of Microbial Resources, Institute of Microbiology, Chinese

Academy of Sciences, Beijing 100101, China
*Graduate School of Chinese Academy of Sciences, Beijing 100049, China

Abstract: [Objective] Morphology of ascomatal hairs was traditionally used as a primary character in the classification of
the fungal genus Chaetomium. However, the taxonomic value of ascomatal hair morphology is questioned in modern
taxonomy of Chaetomium. Chaetomium indicum and C. funicola are two species proposed only by their differences in
ascomatal hairs. The aim of this study is to understand the difference between these two species and their variability in the
morphology of ascomatal hairs at the level of protein expression patterns, as well as to ressess the taxonomic value of the
ascomatal hairs. [Methods] We performed microscopic examination to obtain the morphological characters of the typical
and variable strains in both C. indicum and C. funicola. Then we used two-dimensional gel electrophoresis (2DE) to
compare the protein expression patterns of the two species, including their typical and variable strains. [Results] The
comparison of the obtained 2DE maps indicated that C. indicum and C. funicola exhibited species-specific protein
expression patterns. The phylogenetic tree derived from the distance matrix of expression patterns with Neighbor—oining
algorithm also revealed that the tested strains of C. indicum and C. funicola fell into two distinct clades, among which the
variant strains were grouped together with the typical strains of the same species. [Conclusion] The consistency of
species delimitation between C. indicum and C. funicola based on morphological characters of ascomatal hairs and species—
specific protein expression patterns demonstrates that ascomatal hairs can be still used as potential morphological
parameters in taxonomy of Chaetomium.
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