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Analysis of Genetic Diversity of Sweetpotato Landraces in China

ZHAO Dong-lan, TANG Jun,CAO Qing-he ,ZHOU Zhi-lin,ZHANG An

(Jiangsu Xuzhou Sweetpotato Research Center/Key Laboratory of Biology and Genetic
Improvement of Sweetpotato ,Ministry of Agriculture , Xuzhou 221131)

Abstract ; Genetic diversity of 176 sweetpotato landraces from 17 provinces in China was analyzed using mor-
phological traits. The accessions from the same origins were clustered into different groups,indicating that there was
no direct relationship between genetic diversity and geographical origins. 176 landraces could be divided into five
groups by UPGMA cluster based on euclidean distance . And two pairs of duplicate accessions were found. The qual-
ity characters of 133 landraces were identified. 11 accessions with high dry matter content and high starch content
were screened, in which Baopiwang from Guangdong was the highest one with 34. 87% dry matter content and
23.32% starch content of fresh sweetpotato respectively. The 11 landraces with soluble sugar content of fresh sweet-
potato =4. 00% were screened, of which a landrace Tengchongbendizhong from Yunnan was the highest with the
content of 5. 22% . And 2 landraces were screened with high raw protein content. The 133 landraces were clustered
into five groups based on quality traits. The group I was mainly composed with the landraces with low starch and
protein content, high soluble sugar content. The group Il included 28 landraces with high soluble sugar content, low
dry matter and raw protein content. There was only 1 accession with the highest soluble sugar content in the group
II. The group V included 4 landraces from Guangdong with high starch content. The rest of the 86 landraces consti-
tuted the group IVand the quality traits of these accessions had no obvious regularity. The genetic diversity analysis
of sweetpotato landraces germplasm could provide reference for selecting parents in sweetpotato breeding and pro-
mote utilization and innovation of sweetpotato industry in China.
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Table 1 Name and origin of 176 sweetpotato landraces
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Fig.1 UPGMA dendrogram of the 176 sweetpotato

landraces based on morphological traits
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Table 3 Quality characteristics of sweetpotato landraces

Fr Fil 5T 42 ¢ FOIR(%)  TEMEE(%) MRS F (%) PERE (%) HE A& (%)
Code Accession name Dry matter Starch content Reducing sugar content Soluble sugar content Raw protein content
1 ¥R 15.00 +0. 20 36.93 £1.20 16.73 +1.33 16.75 +1. 55 7.87 20.71
2 puZFh 19.53 +0.31 44.70 0. 86 10.25 +0. 49 12.34 +0. 19 9.75 +0. 60
3 HEH 19.53 £0.06  45.89 +2.15 12.37 +1.29 16.75 +1.39 6.96 +0.97
4 gt 17.80+0.10  43.32+1.65 15.46 +0.76 16.00 0. 59 6.55 +0. 64
5 TR EME 17.60 +0. 17 34.71 +1.35 24.56 +1.08 27.35+2.32 5.84 £0.57
6 H gL 21.40 +0. 10 50.63 +2.42 8.88 £0.59 13.81 0. 97 8.43 £0.58
7 it I 25.07 0. 21 55.06 +0.96 5.29 +0. 61 10. 75 +0. 67 8.52 +0.70
8 412 22.40 +0.26 50.95 +1. 56 7.69 0. 81 11.96 £1.57 7.39 £1.22
9 HEEFh 24.07 +0.21 53.51 0. 89 9.14 +0. 62 12.84 +1.02 7.06 +0. 49
10 218260 H 18.67+0.06  48.84 +0.72 11.43 +1.51 11.87 +1.09 9.50 +0. 47
11 BT 20.60 £0.00  49.18 +1.63 15.66 1.38 17.94 +1. 88 6.53 0. 60
12 T ETE 27.00 +0. 10 56.18 +2.32 4.92 +0.51 8.99 +0. 49 7.53 0. 87
13 H 17.40 +0.20 38.91 0. 85 19.30 +1. 19 24.47 £0.72 7.41 £1.14
14 SR 22.33 +0.06 51.79 +3. 21 8.81+1.35 12.21 1. 82 7.89 £0.77
15 JLHZ 23.40 +0.20 51.01 1. 71 5.58 +0. 94 6.39 +1.07 13.05 +0. 76
16 LIREA 25.00 +0.26 51.66 £0. 56 7.02 +0.79 9.51 +1.17 7.74 +1.13
17 AR TT 26.00 0. 17 57.22 £0. 38 3.46 +0. 87 5.46 0. 54 8.86 £1.70
18 RETHL 23.60 0. 17 61.44 £2.52 2.65 +0. 80 6.64 =0. 88 7.25+1.25
19 X R 22.67 0. 46 51.83 £1.93 5.18 0. 28 11.52 +2.08 6.96 +1.06
20 HUE 27.40 =0. 30 60.57 £2.31 2.74 £0. 33 6.13 0. 67 8.10£1.35
21 ZATIR 22.80 +0. 17 54.99 +3.56 6.02 +0.77 7.32+0.77 6.05 +0.59
22 ETHR 23.53 +0.31 55.14 2. 38 6.38 +0. 85 6.90 +0. 93 9.07 £1.03
23 S 28.47 +0.25 60.23 £2. 11 4. 64 £0.09 6.23 +0.77 9.19 +1. 14
24 HAL 25.27 0. 61 57.57 £2.31 7.24 £0. 87 11.86 +1. 65 7.14 +1.81
25 pNLURE: 25.33 +0.25 53.75 £0.97 9.19 £1.00 11.62 +1.25 8.33 +0.65
26 HRY 22.07 +0.06 53.41 +3.23 10. 18 +1.09 12.92 +1. 60 6.73 £0.81
27 WL 20.53 0. 15 48.69 + 1. 87 12.19 +0. 69 12.91 +0.97 7.67 £1.12
28 FHIRE 23.87 +0.21 52.50 £1.36 12.84 +0. 83 17.18 +1.98 6.98 0. 90
29 H AT 20.80 0. 26 57.71 +3.13 5.68 +0.22 7.13+1.19 9.34 +0. 81
30 e S 25.13 0. 15 53.94 +5.12 5.48 £0.44 7.44 £1.58 9.22 +0.72
31 EAUPS 24.93 +0. 21 57.43 +1.40 1.76 £0. 08 4.01£1.36 10. 55 +0. 77
32 =52 24.50 +0. 21 59.79 +2.53 2.59 +0.27 5.60 +0. 87 8.24 +0.91
33 Foad 20.93 0. 15 53.53 £1.35 8.02 +0.73 13.05 +0. 74 6.70 =1.28
34 EATIEL 26.33 0. 40 55.17 £1.77 6.79 £0.73 11.12 £0.73 7.3120.95
35 BT 26.53 0. 06 59.58 £3.03 4.87 £0.77 8.34 £1.34 7.44 +0.93
36 gt 26.20 +0. 30 54.93 +1.99 10.81 +1.15 15.44 £1.48 6.86 0. 86
37 s T 28.33 +0.31 56.20 3. 14 6.88 +0. 86 8.87 £0.52 9.76 =1.30
38 PN 15.67 +0. 06 29.67 £0.73 22.03 +1.51 26.73 +1.93 7.42 £0. 86
39 AR 2 15.13 +0.21 38.77 £1.08 21.79 +1.32 24.23 +1.59 7.12 £0.80

40 LI R 17.00 £0. 20 37.07 £0.49 18.15 £0.93 22.36 £2.10 10.51 £1.71
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Code Accession name Dry matter Starch content Reducing sugar content Soluble sugar content Raw protein content
41 SR 27.27 +0. 06 59.24 +2.08 6.50 +0. 54 9.21 +2.03 7.44 0. 68
42 [k yia 22.80 +0. 35 41.18 £1.63 15.42 +1.22 19.16 £1.43 7.49 +0. 89
43 A1TH 23.33 +0.21 54.70 +2. 18 5.65 0. 84 7.12 +1. 04 8.42 £0.92
44 FRNHE 23.73 +0.38 49.81 +0. 89 7.64 0. 84 12.82 +1.37 8.24+1.15
45 M 22.80 +0.26 51.66 +2. 09 11.56 +0. 76 12.76 +0. 92 7.74 £1.50
46 WO 25.00 +0.20 51.88 +1.58 11. 07 £0. 99 13.47 £1.51 8.79 £1.28
47 TR 2T 7 28. 80 +0. 35 57.73 +2.74 7.25 +1. 00 9.27 +1.34 8.76 £0. 65
48 Kt 26.40 +0.20 52.61 +1.36 11.51 £0.99 14.39 1. 11 7.74 £1.09
49 Bt 21.40 +0. 36 50.20 3. 03 14.37 £0. 58 14.86 +1. 43 7.32+1. 14
50 B A Ff 23.73 +£0.25 59.12 +2.57 5.38 +0. 61 8.63 £1.61 9.06 =1.03
51 BVEE 20. 00 +0. 53 58.64 0. 62 2.18 0. 80 6.84 +0.92 9.61 =1.51
52 el 24,07 +0.23 54.63 +1.49 8.05 =1.05 10.36 +1.22 8.58 £1.28
53 43 21.47 +0. 61 56.57 +2.11 5.83+0.75 9.40 0. 65 8.76 £1.34
54 iy 26.73 £0. 15 57.08 +3. 86 3.78 +0. 52 8.96 £1.34 6.16 £1.39
55 KIBELT R 0 22,67 +0.31 54.75 +0.72 4.68 +0.71 7.04 +1.08 8.75 0. 88
56 AN AIIES 23.33 +0. 06 58.74 +1.99 4.86 0. 55 7.13 £1.50 8.44 £0.78
57 INTRET 3 23.27 0. 15 56. 81 +2. 66 5.36 +0.76 7.43 +1.71 7.23+1.17
58 -4 19. 60 +0. 69 56.24 +2. 06 5.91+0.79 8.59 +0. 74 9.45 +1.26
59 T B/t 31.20 0. 20 61.23 +1.04 5.29 +0. 80 6.33 +0.98 8.52+1.57
60 B NER: 22.00 £0. 17 49.51 +1.23 12.52 +0. 81 13.62 0. 81 8.44 +1.62
61 Ef LS 27.00 0. 17 59.89 £3.10 2.41 £0.24 3.01 £1.29 10.31 £1.78
62 PNUNE 30. 53 +0. 06 58.95 +2.53 3.12 0. 65 3.61 0. 69 9.69 +1.12
63 I IEAN 24.47 £0.21 54.33+1.78 5.77 +0. 84 7.05 +1.23 10.03 +0. 71
64 £k 24,07 +0. 40 56.15 +2. 61 6.16 0. 71 8.19 1. 41 9.65 +0.92
65 Py 1| 22.93 +0. 06 53.81 +0.71 7.50 +0. 82 11.78 £1.38 5.85 +0. 84
66 N1 27.93 +0. 42 59.29 +2.06 2.16 £0.35 4.76 £1.76 8.05 £0.85
67 HFH2 26.27 +0.32 59.13 +1. 99 3.24 0. 41 5.24 +1. 00 8.78 £0.73
68 EAN AR 29.47 +£0.29 60.70 +3. 11 4.47 +0. 44 6.52 0. 66 7.55 0. 96
69 peEEs) 31.00 0. 10 64.48 +2. 82 3.33 £0.09 6.85 0. 74 6.38 0. 84
70 [EA 21.73 £0.25 37.14 +1.09 15.34 +0. 84 17.69 +1. 46 9.47 £0.97
71 LR 25.20 +0. 10 56.77 +1. 60 1.95+0. 11 3.96 0. 63 10.98 +0.91
72 B 25.40 +0.26 57.88 £2.76 2.12 %0.25 3.10 1. 05 10.49 +1. 55
73 A 25.80 +0. 17 56.23 +1.89 5.63 £0.42 6.71 £1.07 8.51 +0.91
74 ANEZE=] 18.47 +0. 12 38.91 +1.47 23.16 +0. 81 25.13+1.92 7.43 £0.87
75 i) 27.00 0. 10 57.83 +2.01 1.79 £0.51 3.18 0. 49 10.03 £0. 71
76 BT 24.20 +0. 56 51.85 +0.99 10.51 +0.24 14.56 +0. 95 6.52 +0. 82
77 WSk AR 23.33 +0. 15 51.95+1.10 4.08 +0.51 8.05 £1.70 10.39 +0. 94
78 g =2 32.87 +0.06 61.44 £3.06 4.82 £0.71 5.03 £1.56 8.13 +0.76
79 AREIR 18.33£0.29 42,14 £1.37 18.49 +0.99 21.41+1.84 7.85+0.73
80 Bt 25.33 +0.25 58.22 +2.61 5.61 0. 85 7.71 £0. 98 6.13 £0. 94
81 210 22.33+0.06  49.70 +1.78 5.18 +0. 63 10.34 +1.28 10. 84 +1.29
82 fupEs 24.80 £0.52  48.69 0. 89 13.08 +0. 41 15.45 1. 51 7.29 0. 85
83 EAW I 21.80 +0.72 52.58 +2.03 8.31+0.58 10. 04 +1. 60 7.90 £0.79
84 EARTNE 30.13 0. 15 62.82 +3.52 5.17+0.72 6.50 0. 87 7.30 0. 95
85 A 28.93 +0. 12 62.24 1. 65 3.43 £0.55 5.02 0. 61 7.74 £0.91
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R34

P55 Fh s 44 K THIZE(%) TER B (% ) WA (% ) AR SR (%) HEAEE(%)
Code Accession name Dry matter Starch content Reducing sugar content Soluble sugar content Raw protein content
86 )] 19.33 £0.23 42.46 £1.03 20.39 £0.93 20.97 +1. 87 7.69 +1.05
87 AR 16.80 0. 00 37.65+1.28 23.95 +0. 90 26.99 +2.10 7.56 +1.30
88 K 17.93 £0.06 41.51 £2.91 14.90 £0.79 17.85 £1.03 10. 07 +0. 87
89 WHa 24.13 £0. 21 55.93 +3.01 6.03 +0.85 7.09 1. 11 10.06 +1.32
90 ENaA T4} 20. 40 +0. 20 45.93 £1.59 10.83 £1.53 11.83 +1.61 9.21 +0. 74
91 Mk 14 24.20 +0.20 53.80 +0. 88 6.55 +0.55 11.73 £1.51 7.50 +0. 83
92 HE 1T 25.87 +0.32 57.99 +1.59 4.74 +0. 64 5.22+1.26 9.06 =0.91
93 EJERESAN 25.13 0. 12 53.31 +1.64 6.56 +0.52 11.65 £1.72 9.02 0. 74
94 BB ER 2T e 22.53 +0.06 58.12 +2.05 4.04 +0.71 6.56 +0.91 10. 03 +0. 86
95 BhISLT 27.93 0. 15 56.51 +1.96 4.12 +0.85 5.62 +1.05 10.56 £1.32
96 o A i b 25.47 +0.29 42.65 £0.71 17.33 +0. 89 20.51 £1.95 8.59 +1.08
97 g/ g p 18.87 +0.06 57.77 +3.21 2.67 £0.22 5.83 +1.07 9.05+1.29
98 T 24.07 £0. 15 57.50 +2.03 2.56 +0.36 5.82+1.03 9.04 +1.31
99 PR 2T 29.93 £0.32 59.13 £2.51 4.65 +0.48 9.58 +1.43 6.83 +0. 84
100 B A N 25.20 +0.26 55.01 +1.89 5.12 +0. 81 8.15£1.56 8.83£1.33
101 LYITES = ¥ANS 27.53 0. 38 60. 88 +1.09 6.44 +0.51 9.05+1.37 9.18 £1.05
102 FEL L 26,73 £0.35 54.72 +1.66 9.07 £0.99 12.01 £1.90 8.16 =1.08
103 i 25 24. 67 +0.06 53.41 £1.79 6.73 +0.89 10.88 +1.38 9.28 +1.06
104 Je 70 B 23.53 +0.23 53.32 +1.51 5.86 £0.57 11.11 +1.53 9.07 +1.24
105 g 15.33 0. 12 33.71 £2.01 23.96 +0.74 29.38 +1.49 7.05 0. 83
106 Jbi 20.93 £0.25 43.41 £2.32 12.87 £1.00 15.94 1. 19 10.56 0. 98
107 RAEREF 5 22.60 +0. 40 55.06 +1.35 5.86 +0. 80 7.07 1. 04 8.86 £0.90
108 HERK 26.53 0. 12 58.00 +1.20 2.75 +0. 41 5.89+1.22 8.66 +1.07
109 H A 31.07 £0. 12 61.91 1. 87 3.73 +0.29 7.35 +0.78 7.61 +1.26
110 IR B A 21.40 +0. 10 49.11 +1. 11 5.75 +0.38 8.80 1.61 9.08 +1.30
111 TH R P 23.90 +0. 07 45.16 £1.06 6.50 +0.52 11.85£1.58 12.09 +1.37
112 A S A i 20.00 £0. 17 52.40 +2.01 6.24 +0.37 7.86 +1.50 10.33 £1.00
113 =+x 23.60 +0.26 53.69 +1.45 5.16 +£0.29 11.50 +1. 82 9.40 +1.05
114 Gyl 21.07 £0.25 57.53 £2.37 5.36 +0.38 9.14 +1.09 8.16 £1.01
115 B 26.20 +0. 10 59.52 +0.93 2.58 +0. 81 5.54 +1.00 11.46 1. 60
116 FRue 23.33 £0.15 53.79 +1.25 2.98 +0.74 10. 14 £ 1.46 10. 13 £0. 94
117 Py 7 26. 07 +0. 40 59.82 +1.44 4.07 +0.37 7.61 +1.03 9.41 +0. 84
118 HLE 3 22.93 +0. 31 59.63 +1.94 4.91 +0. 44 9.43 +1.60 6.88 +1.50
119 A 26.13 0. 12 58.30 +1.36 5.45 +0.37 6.89 +1.23 7.08 +1.07
120 FugiiE 26.93 +0. 40 58.82 +2.03 7.92 +0. 68 10.21 £0.91 7.04 £0.79
121 g 23.47 +0.06 53.14 +0. 81 7.93 +0. 54 13.04 £ 1. 61 6.70 +0.77
122 FRie 27.00 +0. 46 54.01 1. 65 4.64 +0.71 9.69 +1.55 8.15£0.85
123 TR 21. 67 +0. 50 54.88 +2.06 4.19 +0. 61 6.96 +1.08 10.55 +1. 03
124 H #9509 26.53 0. 15 58.89 +1.98 3.74 +0.08 3.85+0.93 10.03 £1.25
125 Hift 9516 25.87 +0.32 63.23 +2.37 3.93£0.19 5.42+1.08 7.08 +1.13
126 AR BT 28.47 +0.29 60.28 +2.16 3.81+0.45 5.15 +1.07 8.22+1.14
127 HRERE 20.33 +0. 06 42,59 +1.32 8.45 +0.27 11.54 +1.29 10.29 £1.19
128 HHYT. 6 16.73 £0. 21 42.12 £0.99 17.58 £0. 63 18.58 +1.34 7.78 0. 82
129 WL 31.33 +£0.72 62.08 +1.29 2.63 +0. 14 2.63 0. 41 5.32+0.77
130 USLRUN 33.73 +£0.06 67.62 +2.16 2.87 +0.52 4.74 +0. 95 5.48 +0. 81
131 MR LT 25.33 +0.12 59.85 +1.83 2.07 +0.33 4.61 +0.94 6.86 +1.24
132 BT 34.87 +0. 15 66.90 +1.38 2.96 +0. 41 3.83+1.04 6.98 +1.31

133 B 29.80 +0. 17 63.69 £2.05 3.11 +0.29 4.15+1.22 6.46 +0.95




1002 Mo o fE

16 %

L=2.68

|

.00 0.74 149 223 2.98 372
PRECEERS  Eucliean distance

B2 133 HEBMHAHRER
MR E UPGMA B %EE
Fig.2 UPGMA dendrogram of the 133

sweetpotato landraces based on quality traits

3 g

Hh 2 T b B B R R 2252 2 A Rl A
IRFRAFRIRZ R RIYIAL A R e, HL o™
PERBAL , ME D9 2R A T & 1 L H 8 4 5 | 0 i b R
B 4 AR 5 BT B, i B s o 38t 2 S ik B
A GEREHRT AR 1 B RO R A, B BRI
B A5 IS 3 U v [ H S 5 A A £
FEVEF T, H-S B 0 H 08T ah Fde 75 v B i 3
BORA AL 22 5 3 NI B D7 Al e Y
DU AR B ER, O KRB SEATE ], 2 2 FirH 2 J b
WG A SCHE NS, AR L SAREX 176 4
W7 R BB IR IEAT ZAEPEREST , Sead R 530 5
RIEHE, B IAE  AAN R SR (HAR A I
ok S by A A SR VR SR K i N B S 4
R—2, FIRABTZER SR, AR AR LA AR R
AORITEE T, R AN ] I e v i A2 1 R 50 114 M 7 o
JRAE N A, T RAR AL Al 2 AR
EX RSP LUy v

FUR, Rl st AR PR T I A IR 25 i
R TR Ay FARICEOR, U R A R R 2
DNA 73 FhRic 5 AR WM R £ 47 H 55 o 5% I 3t A%
RS S T E A Rk AR — O R
FA A BB B AR — ATk T LLSE AR
HoAth 73 , 5 PO E AR RE A 1 19 A B SR A0 A fr
A B A A B TR A s % Z e, H i
7t R A4 IR L b 5 | R e 44 45 | [ S 44
& S E R L AR RN S bRic g7
BRI HTIn:, KB 2 W BEANSE A DA R 5T, 15 A
PR 25 hR1C mT AP ok 500 b it 9 06 P 19 52 03 DR AT
AT LR DNA 3 FARic#E— ik . 53 SR it
RO T, 75 B R i AT SR IR, AT LG
FIRPESARICHEAT IR 28, X 48 J5 1 8/ i A i ok
F1 0 ARSI TR | SRR Rk B RE Al R4 ) F Y
[l R A/ T A4S AR SZBR TAE o, A DUAR
PG DR BN R T i, LR kA A A, LU
B A MR 3 483 75 ol 5 SR ) A 2R

Tl AR T b S SEIRRA% 22 AR 1R A 1
HE R BRI I 1 A 22 UL, ASBIEFE R H 2
B 5 I BRHIR X 133 4y 5 R SR G R A T R
oM, A RIS [A) JERE 1l 5T B IR AT A ] 1Y
an SRR, AN ER 1 20 22 B Al PR 5 1y
B AL S AR R 25 V IRty 4 (Bt
Py e oy 5 AR AR g B0 PP AL AR, AR TR S B



51 A 22 25 e [ O RS OY R AL 2 AR 1003

AT LURHE R 0 7 R ERRAE R 2R e Jll (0] MBI R, SR, 0 1 4 G D51 2 5
PSR HATIEL )] PR iR ,2008,8(4) :169-173
£z [20] Zx ot A
A SN R AR HODITEER, AR o) e, e, 1 RE, . R, i b

A7 RIS PR B HC 22 [ ) LA 0 H S ey B ?ﬁiﬁ*&@??‘g AL 1
. ; Y M g A , \ e 11] SA¥ 2R, TR, S5, S by ol R R R A e 35 2

- BCEFEAT S BT IR G I — R A ) — Mg ] (020 A SRR, LR U A R ok R £

AT ZAEME SSR 4y Br [ 1], A Wy 35t A% e R 2% 4, 2011, 12 (3) .
AT o 389-395

[13] By, H2Afl JRB, 55 58 208 0 H SRl s /% 2 AR
ISSR 2304 [ J]. A it A5 0 U524 41,2011 ,12 (4) :646-650

[14]  XBF 24, 3 FARic S L AE H S i 5 5% U5 A 5 4% 75 Aloh
BRI T, PUITERE B AR S B4R ,2007,17(3) :121-123

[15] Z=im, SfRde XK E % hEI T EX HEFMHZOEAR
AR SR )]. B0 #4]R,2010,19(2) :48-52

[16] Zhang D P,Cervantes J,Huambn Z,et al. Assessment genetic di-

S 2 3k

(1] VLA R X AR A BHE R o T, 4 E g MR H
[ M]. LI ITI0 HARENRRI 22 7, 1984

(2] BB P EE ST SIS L SN[ D], L5k
el 2, 2004

[3]  Tang J,Zhou Z 1.,Cao Q H,et al. Analysis of sweetpotato parents
in China[ C]//Beijing: Proceedings of China Xuzhou 4™ Interna-
tional Sweetpotato Symposium & 4" China-Japan-Korea Sweet-
potato Workshop,2010:121-127

(4] BEEAC P HEE ARG [T]. P EH 23,1990 (4)
26-28

(5] B3 XUKE, EXMH, S P E T EHI76F e 24
PEGPATL T PR R 2005,38(2) :250-257

(6] 2N ENIZEH BB ER S SR D], &
R« PERE K2, 2009

(7] Wty &1 BN, O R A DG 2 Mg 2 i g
g (1], AdbAes4i,1997,12(3) .77-82

(81  RARN, BT JHAH, S5, T2 5T 55 P54 L Y AR B
HELM]. AU PO H Rk, 2006

versity of sweelpotato( [pomoea batatas( L. ) Lam. ) cultivars from
tropical America using AFLP[ J]. Genet Resour Crop Evol,2000,
47 :659-665

[17] Janet R L,Austin D F. Genetic diversity and systematic relation-
ships of the sweetpotato( Ipomoea batatas( L. ) Lam. ) and related
species as revealed by RAPD analysis[ J]. Genet Resour Crop
Evol,1994 ,41.165-173

(18] A4 =2 R v val, 45, b [ H S8 o 9 5RO o 0 g At
PIR[J]. PR 24 ,2012,24(10) :36-39

[19] Z=ERWe, S ARAL, 2R 295, 58, T 04 H S A% 0 i BT 2 40 4%
(1. PR ,2010,41(7) :732-735

[20] JG%h, 2500, FE AR A5 O TR AR IS R AR X H 58 S AR

SRR E AR A R ,2012,20(9) 1180-1184

SO OO T T O OO O O O O O O OO O O O OO OO

XD IT 8 2016 £F ¢ #hll F2)

(LR R E AR 2 270 P ER D EE RO ZE S P AR T, HETE 9 CA (A ZR JST .CSCD 45 [E N4k 20 Z4
HER ARG GEIR RN, AT BRSOl B OGS 1 S BRI SR, K e S e [ bl 2 i o s R, TPk 2R3
6], TP ARG, et | N AN ARSI . WA AR AR RIS & RRA S MR AL BT BRI R B AR S RS B
ZREVEGR AP EFAE SR SR BEAR K LIRS B IA B ZRAR TR ARM BR S EOR M A i TR Aol 22
T MO TR R RS TTIH , LAARIS SC BSR4 SR | I #AR R 18 RS fai 4l AR i 5 RFh A H 32
FXFG A E A A AR K AR ST IR IR A 51 BN DR D R e e RS A o AR Tl 32 0 SCRR A (BT SR )

HA)RHE M 25 J6, 24F 300 J6, ATFAAT, FNEGE— TS . CN11 1908/S , it &K 82 - 65 [HFR T 5. ISSN 1001 7488, 4
1705 : BM44 oA B 4% ) R AR 1T 1

Mok - AE 5T A7 1L AR 2 (ROl B2 ) G

His 44 : 100091

FLIE : (010)62889820/62888579

E-mail ; lykx@ vip. sina. com; linykx@ caf. ac. en

Ik ; http : //www. linyekexue. net

% :http://blog. sina. com. cn/linykx



	植物遗传5期_部分70
	植物遗传5期_部分71
	植物遗传5期_部分72
	植物遗传5期_部分73
	植物遗传5期_部分74
	植物遗传5期_部分75
	植物遗传5期_部分76
	植物遗传5期_部分77
	植物遗传5期_部分78
	植物遗传5期_部分79



