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Exploration of SNP and relative dCAPS markers in Davidia involucrata
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Abstract: Nineteen plant materials ( Davidia inbolucrata, Camptotheca acuminate, etc. ) were collected, and
nucleotide sequences of eight gene such as rpoB, rpoC, matK were analyzed by molecular biology and bioinformatics
software to search for single nucleotide polymorphism (SNP). The derived cleaved amplified polymorphic sequence
(dCAPS) primers were designed based on the SNPs and the genomic DNA was used for amplification. The amplicons
were digested by restrict enzymes to convert SNPs into dCAPS markers which can be applied in genetic map construc-
tion, gene mapping, germplasm identification, genetic diversity research and other fields.
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Table 1 Plant materials for testing
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Fig. 2 Result of dCAPS amplification
M:DL2000; 1. 47 (1); 2. 4 (2); 3. BRE; 4. B 5. 25465 6. KAH; 7. M55 8. KM 9. KE; 10. BRI
By 11t Aa; 12, RIS 13, MPKUEFE 225 14 B 15, g MU PEAR 2 16, WA 17, 28k, 18. B4
B 19, M3 CKRX

M:DL2000; 1. Davidia involucrata(1) ; 2. Davidia involucrata(2) ; 3. Camptotheca acuminata; 4. Capsicum annuum;

5. Dendranthema morifolium; 6. Oryza sativa; 7. Pyrus spp.; 8. Tetracentron sinense; 9. Glycine max; 10. Cycas panzhi-
huaensis; 11. Fokienia hodginsii; 12. Paphiopedilum venustum; 13. Calanthe argenteo-striata; 14. Liriodendron chi-

nense; 15. Parakmeria yunnanensis; 16. Michelia odora; 17. Cerasus pseudocerasu; 18. Solanum tuberosum; 19. Brassica

napus; CK: water control
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B3 dCAPSHRIZEEIZER
Fig.3 Result of dCAPS restriction enzyme digestion
TE: LB 20 g (1) 3. i (2) 5 M: DL2000
Note: 1. Camptotheca acuminata; 2. Davidia involucrata
(1); 3. Davidia involucrata(2); M: D1.2000
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