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Table 1. The bacterial strains and plasmids used in this study

Strain or plasmid Description

Source or references

pAKO pWM91 with kanamycin resistance cassette inserting into [8]

ampicillinresistant gene, Km"

pAKO-mms6
Magnetospirillum magneticum AMB-

Magnetospirillum magneticum AMB-Amms6

E. coli DH5«

E. coli DH5a Npir
E. coli WM3064

pAKO with the internal fragment of mms6 to disrupt mms6, Km"
Wild-type strain

Insertion mutagenesis of mms6 in AMB-, Km"

F~ ®80lacZAM15 A (lacZYA-argF) U169 recAl endAl hsdR17
phoA supE44 N—hi~ 1 gyrA96 relAl

Apir lysogen of DH5a

thrB1004 pro thi rpsL hsdS lacZAM15 RP4 — 1360A (araBAD)

This study
ATCC 700264
This study

Laboratory stock

Laboratory stock

(8]
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CTGAGATGGCTTT3".
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Table 2. Primers to identify the strain of AMB-Amms6

Primers Sequence of primers
Ka-F 5 -CGCGTCGAATTAATTCCGCTAGC3
Ka-R 5-CGCGTACCCCAGAGTCCCGCTCAG3”
Sac—+ 5 -ATGAACATCAAAAAGTTTGCA AAAC3
SacR 5°TTATTTGTTAACTGTTAATTGTCC 3"
M6L-F 5 “TAATTGAAACAAGAGCCCAGGC3”
M6L-R 5“TGACCGTCGTGCGCGCACCGAGCGT3
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Figure 1. The growth and magnetism of AMB- under static conditions.
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Figure 2. The growth of AMB- under aerobic conditions.
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Figure 3. Analysis of transcript of mms6 under static

conditions and aerobic conditions.



190

Kuan Wang et al. /Acta Microbiologica Sinica (2015) 55 (2)
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Figure 4. PCR verification of AMB-Amms6 strains. Lane 1 —2: PCR
for flank fragment of gene mms6; lane 3 —4: PCR for kanamycin of
pAKO; lane 5 — 6 PCR for SacB of pAKO; lane 1,3,5: PCR with
template of AMB- wild-type strains; lane 2,4,6: PCR with template
of AMB-Amms6 strains.
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Figure 5. The growth and magnetism of AMB- wild-type strains

(wt) and AMB-Amms6 strains (mutant) under static conditions.
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Function of Mms6 related to biomineralization in
Magnetospirillum magneticum AMB- with magnetosomes
formation
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Abstract: [Objective ] The function of Mms6 related to biomineralization on the magnetosome formation in
Magnetospirillum magneticum AMB- was studied. [Methods] The transcript of mms6 was analyzed under static and
aerobic conditions with Real-time RT-PCR. We observed the cell growth and magnetism of the mutation in which mms6
was mutated. [Results] The transcript of mms6 increased with the formation of magnetosomes. Mutation of mms6 caused
about 50% decrease of magnetism in AMB- under static conditions, however, the cell growth of mutant was similar as to
that of the wild type. [Conclusion] Gene mms6 is involved in the magnetosome formation of AMB-.
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