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ABSTRACT Objective: To explore the correlation between plasma miR-21 expression and clinicopathological characteristics in
patients with melanoma. Methods: From February 2018 to May 2019, 121 cases of patients with melanoma diagnosed in our hospital
were selected as the melanoma group, and 121 cases of patients with benign skin tumors in the same period were selected as the benign
group. The fasting venous blood of the patients were collected and plasma were extracted, and the plasma miR-21 expression were
detected by qRT-PCR technology. And were to investigate the clinicopathological characteristics of patients and were given correlation
analysis. Results: The relative expression level of plasma miR-21 in melanoma group were significantly higher than that in benign group
(P<0.05). In the melanoma group, the relative expression level of plasma miR-21 were not related to the patient's age, sex, drinking,
tumor location, etc. (P>0.05), and were significantly correlated with clinical stage, tumor metastasis, ulcer, and smoking (2<0.05). When
selected the critical values (4.71) for miR-21 diagnosis of lung cancer, the sensitivity, specificity, and accuracy of the diagnosis of lung
cancer were 77.6 %, 87.0 %, and 81.7 %, respectively. Logistic regression model analysis showed that smoking, ulcers, and miR-21
expression levels were important factors affected melanoma occurrence (P<0.05). Conclusion: The changes of miR-21 are highly
expressed in melanoma and have significant correlation with clinical features. The early differential diagnosis of melanoma have better
effect, and it helps to improve the survival rate of patients.
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Table 1 Comparison of the relative expression levels of miR-21 between the two groups (vzs)

Groups miR-210
Melanoma group 6.79+ 0.22%*
Benign group 1.77+ 0.31

Note: Compared with the benign group, *P<<0.05.

22 BEEREIFMES miR-21 FiXKFERHHEEE
TERAFRFA D, MK miR-21 AHXFRIEAT 5 BH A
% P KR R A S TG AH DG (P>0.05) , S5 R 431 i
J R Bt A WA DG (P<0.05), WLER 2.
2.3 BHNME
B miR-21 2 W BB (0 29 I A (4.71), Hig Wi B 6 20
H SRR RS RSB 77.6 % .87.0 %fil 81.7 %,
24 HMEZESH
TE A IR R AR IR AR B, AW 5% \miR-21 £k
AR F AR 5, Jogistic [l 4347 i 7= WA 1597 \miR-21
FIRIK TR i B L 2R A A Y EE BRI 2 (P<0.05), L3 3,

3 318

7 B A 26 7 Y 1) R, B BRI TR
LU, g T R DRI, R R A AE S R N B
WA, % LA BB R RS, — RMELLBRS , (EL R B
R 255 58 K W Bt aE TSR L e m e, B R ST v A

PR IR 0 2 2B AR SR AL T4 e BB 3 A AR S s
A HA EEME.

A BT s B 5 8 1 B AR R — R Vs SR Y
ZH, L4 DNA (25 miRNA 74 &k 41 B %N,
miRNA J&—J g FEORT | K AR Y I i 4% FRLEE RNA,
AR 27 53 J 7K ST 38 2o 400 4 R P mRINA B9 175 0 3 R
mRNA AL A 250, FFSTIEN] miRNA 1] 25
A it B b — RPN AR, 45 BRI R & R K A
KRR ZE5ERS AU AT SET IR C AR, R B
miRNA R AR S5 3 | 1L | 5 98 B 12 R 150 #E AT, i)
SRS AR miRNA, RIS AR 2R (0 208 f 3 A
TEH NIRRT VRS2 WA 4 J 65 398 1 A ) 22 FIpis ) b
AP, miRNA A5 ) 2R AR g (4 S A A J ), AR
WFE R PR A IR Y 1K miR-21 AHXT IR AT i 2% 5 T R
PEAL, R RO ZR R E 2RI MK miR-21 (53R1k, Ab-
dulhussain MMP2E A il Anwar SL 25 A\ P HFSE o AHF 58 A —
ERL, UL ACF M3 miRNA-197-3p F1 miRNA-361-3p



DREYESSHE  biomed.cnjournals.com  Progress in Modern Biomedicine Vol20 NO.23 DEC.2020

. 4457 .

2 BAIREHIES miR-21 RXKFHEXMEDO=121)

Table 2 Correlation between melanoma characteristics and miR-21 expression levels (n=121)

Clinical features n miR-210 t P
Sex-Male 78 6.81+0.21 0.089 0.943
Female 43 6.75+0.31
Age-=60 years old 70 6.82+0.33 0.144 0.878
<60 years old 51 6.72+0.44
Smoking-yes 76 10.37+1.48 10.242 0.000
No 45 4.58+0.33
Drinking-yes 45 6.82+0.44 0.214 0.833
No 76 6.73+0.51
Tumor site-limbs and trunk 108 6.80+0.58 0.072 0.954
Neck 13 6.79+0.32
Clinical stage [ +1I 100 5.72+1.22 8.193 0.004
I 21 8.92+1.39
Tumor metastasis-yes 34 11.38+2.47 13.022 0.000
No 87 4.09+1.74
Ulcer-yes 42 12.76+3.13 13.076 0.000
No 79 4.77+1.22

RIVMBEZBRENERSF(0=121)

Table 3 Analysis of factors affecting the occurrence of melanoma (n=121)

Variable B Wald P OR 95% CI

Smoking 0914 6.093 0.014 2.714 1.294-5.187
Ulcer 0.908 7.090 0.008 2.166 1.572-4.872

miR-21 0.117 4.292 0.034 1.822 1.002-1.762
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