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ABSTRACT Objective: To explore the correlation between the mutation status of epidermal growth factor receptor (EGFR) and
DNA content in lung adenocarcinoma cells in pleural effusion, in order to explore whether the EGFR mutation status is related to the ma-
lignant degree of tumor. Methods: A total of 591 patients with lung adenocarcinoma, who underwent EGFR gene testing and genetic
quantitative analysis in First Affiliated Hospital of Xi'an Medical College from January 2015 to January 2020 were chosen as research
subjects, and they were divided into EGFR gene mutation group (n=335) and non-mutation group (n=256). The pleural effusions of the
two groups were detected by laser image cytometry for DNA content and aneuploidy peaks, and the differences between the groups were
compared. Results: (1) The 591 patients were grouped and compared according to their clinical characteristics such as age, gender, and
smoking status. Gender (P=0.034) and smoking (P=0.007) were certainly related to the EGFR mutation in the pleural effusion cells of pa-
tients with lung adenocarcinoma, but age factor was not significantly related to whether there is a mutation (2>0.05). (2) The maximum
DNA index (DI), the average DI of greater than 5C cells, and the average DI of greater than 9C cells of the patients in the mutation group
were significantly higher than those in the non-mutation group, the difference between the groups was significant (P<0.05). (3) The com-
parison of DNA aneuploidy cell peaks showed that the proportion of single-peak and double-peak in the mutant group was significantly

higher than that in the non- mutation group, but the ratio of no peak was significantly lower than that in the non-mutation group (<0.05),
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and there was little difference in the proportion of multi-peaks between the two groups (P>0.05). Conclusion: Studies have shown that

compared with lung adenocarcinoma patients without EGFR mutations, lung adenocarcinoma patients with EGFR mutations have signifi-

cantly higher DI values, and aneuploidy cells and peak aneuploidies are also abnormally elevated. This suggests that patients with lung

adenocarcinoma with EGFR mutations are more aggressive.

Key words: Pleural effusion; Lung adenocarcinoma; EGFR mutation; DNA content; Correlation
Chinese Library Classification(CLC): R734.2 Document code: A

Article ID: 1673-6273(2021)10-1959-04

YN

]

i}

BN n 1 pll s/ NG S N R L e R e
BUREE , HARPEARE R, K2 BRI YT , Joit AR A
B, DRI T DA T AR i e 8 T AR /N e ) — ol , 2
ez 14 = BN BT 2 — | I L AR R S A e 1) A R
B T e A, R 5 L T R 8, 1S it v
HULRIZERY, R M o BRI IS T it 1A B0 40 %
ZEAP IR R B, R R I T AU M S R, [
IR RAERZ AW, FETEAE B 352 MR XSG it mr
BB, iAo ek DRy (BT sl (A | — 2B R M i P
R/ BB S8 A AU RD B4 T B , bk EL G RS 00 22 1 3
TEMEIY B Y. ARG B S Z U R L= A
N B ZH SO A A 45, (E 52 A AHRAE | SRR o E BRI
SEPIR RN, NI Z B — g BRI, TS AR T A e i D
JE g il B A2 W AU 0 B4R AIE 1B 8. EGFR & T3
RIS SRR B — P, IR PRATF S 7 i PR ) A8 i Rk vl
AE S 22 MREAE 1A 2 A FIEE 7 A= R, i JLAF EGFR #Lj) 24
Prteln R RS Z R, BT TR, A
B TERRTE i S M AR P EGFR AR RZS TR L DNA &5
R RIAAROCHE, LA el i e 28 PR BRI IR 2%
BT

1 PR 57

1.1 —f&EHR

EFE 2015 4F 1 H % 2020 4F 1 H FI Ptz EGFR 3L
HEr LA B DR 5 H 4B 1 SO 30 g £ 5 WIS X 42

PIAFRE: (1) P N S 2 B 212 Wi 2 il
Ji IR (2) H BN BRI R 5 (3) T TEUI B R % I & BEA T I
TF 5 (4) TR BIF4T I e A0 B 2% 2 b o St 5 (5) 140 T TNM 43
IV 15 (6) B H R R & B A R B 1.

HEBRARAE : (1) G IR B 5 (2) B I A G I o
GBI EIFEDIRERE# ; (4) B I BBYH ; (5) ABEHT
ez HAbIRIT# -
1.2 FHA*E

TSI LR IR s B R AR, (5 FH — R 4 A B
AR THRIURIL I8 S P 24 100~300 mL £ 1], KEREMIHEALYY
SIVRIRAE 4 5K 4B A DL K 8 SRPU IS R A L 54 9k E
B R PR 95 % L BEH AL IS A TIS M, 4 2 5K
il HIJC/K 2L BEAL RS JT R DNA E 00T #5 8 kPl 4k
RS 95 % BE R R Ja T R s gk e e s A T R M s
R A A T B0, BRIRHSUTIE IR T 20 C &

FHLL EGFR F RIS,

i i AmoyDx DNA 2B 7| £ I ¢ DNA $2H T 4k, [7]
B FH 48 A0 3 e BT TR I SR J Y DNA MR BE 5 208, 12
0D260/0D280 7& 1.8~2.0 Z[f]; 4% ARMS 5 ABI 7500 JF /&
I B BE RN, A 32 AN 5 H B EGFR 2878,
LA 25 50 AR Fi R AmoyDx IR F G Tk T .

SR FH S AR i SRR A TR RGN 28 o G SR A W A R 5

AR A2 ML A R A A AU (I AT A DU, 000 s AL AR
Sy o 0 Y AN A% DNA A9 26%5 B (T0D) 1 27 iR 4l
Ji% i) DNA & i, [P R —23% R L i IR L 400 DL
R LR E RS B
1.3 MBRAEHR I T bR
13.1 REHES DIE DI R EA AR S EL, 115 A
32 AR L 1 50 SR W A R T ) B B/ TR L 1 O A
RT3 e,
132 AEAZNEREEMMmIELE R AN X
G R LU WU | 220 AE LR, o B0 vl B AN )7
AT 2C~4C Z ), WU AT H BLAE 2 Fp g b, 55 g i) DI
TR RS , 220 32 XA M i e (o PR R e R 22
14 SitEFHE

PR AR B SE A EXCEL 2019 HfATAb B, (G5 1122
B SPSS 20.0 X B HEAT M, XTI EFRR Fn
(%) 1Fn AR 2ZEF R R AR, X RORSR H (%
PRifE2E ) 3m AR 22 5 R RS, L P<0.05 A 225 HA Siit

FRXM,
2 &R

21 NABRE—MIGHRERSH

APV SL T AT 52 591 4, P AR IR L
51~73 % SEHAENR (65.19+ 4.22)% KT 54~78 kg, EH A
(65.59+ 4.55)kg, BMI 5 %1 20.11-23.98 kg/m?, 71 BMI H
(22.29+ 1.22)kg/m?; FiA A LM R SR A T TNM 4348
vV i,
2.2 NARRRE B W RS R E ST

ZHERRIN & PR, AZHA 591 {5l i Jigt i i 3 vh 2l He 3
335 f5i] EGFR 5874835 LA J% 256 f5i]4E EGFR 28454 84 591 6l
FH AR B RS 66 5 3 365 ] ,>66 4 # 226 i, ¥
591 f5i] g 35 42 BRI 59 43 25 58 0k 257 9], Lok 334 19, 3 B2 5
W2 R 53 21 S 7 W 378 6], AN 213 4] 5% EGFR 2845
SRS MF AR | PR A B B AR AT L R, &
P DL SRS 3 EGFR 2845 () LA B W s F 59 1 DA e 3R
M, 22 5B 8 (P<0.05) , HREHR % 1 s,



DREYESSHE  biomed.cnjournals.com Progress in Modern Biomedicine Vol21 NO.10 MAY.2021 - 1961 -

1 FHRREBE GRS IEFHES T

Table 1 Analysis of clinicopathological characteristics of patients with lung adenocarcinoma

Clinical features Mutation No mutation Mutation rate X P

< 66 154 211 57.81%

Age 0.492 0.483
>66 102 124 54.87%
Male 124 133 51.75%

Gender 4.506 0.034
Female 132 202 60.48%
Yes 148 230 60.85%

Whether smoking 7.403 0.007
No 108 105 49.30%

23 REASFERTAMBREERE DNA EESERILE DI {2 2 TARSRAR AL AL L2 57 W] . (P<0.05),
SR BRI, LA F R DUEM R R TIER  BARBER N 2 pos.
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Table 2 Comparison of DNA quantitative analysis results between mutation group and non- mutation group(xt s)

Groups Cases Maximum DI Greater than 5C cell DI Greater than 9C cell DI
Mutation group 335 317.29+ 6.54* 330.19+ 3.76* 320.19+ 5.94*
Non- mutation group 256 268.98+ 5.45 250.19+ 2.81 263.98+ 5.44

Note: compared with the non- mutation group, *P<0.05.
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Table 3 Comparison of DNA aneuploidy cell peaks between mutation group and non- mutation group

Groups Quantity Unimodal Twin Peaks Multimodal No peak Average peak
Mutation group 335 124(37.01 )* 38(11.34)* 47(14.03) 126(37.61)* 320.14+ 20.19%*
Non- mutation group 256 59(23.05) 15(5.86) 33(12.89) 149(58.20) 264.41+ 23.11
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