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ABSTRACT Objective: To analyze the expression and prognostic value of BTG/Tob anti-proliferative (APRO) protein family in
gastric cancer based on big data mining. Methods: The mRNA expression levels of six members of this family in gastric cancer tissues
were analyzed via the Oncomine database. Moreover, the Kaplan-Meier database was used to evaluate the effect on overall survival (OS)
of patients with gastric cancer. Results: Compared with the normal gastric tissue, BTG2 expression was lower in gastric cancer tissue,
BTG3 expression was upregulated in intestinal gastric cancer tissue, but downregulated in total gastric cancer tissue. Patients with lower
BTG3 expression had a shorter overall survival; gastric cancer patients with 5-fluorouracil based adjuvant chemotherapy had a worse
prognosis in low BTG2 expression group. Conclusions: mRNA expression of BTG2 and BTG3 in gastric cancer and normal gastric
tissues were significantly different. Patients with lower BTG3 expression had a poor prognosis. In addition, BTG2 may be involved in the
sensitivity of 5-fluorouracil based adjuvant chemotherapy in gastric cancer patients.
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Table 1 Expression of APRO family in gastric cancer tissues

Gene Dataset Normal (Cases) Tumor (Cases) Fold change t-Test P-value
. o Diffuse Gastric Adenocarcinoma
BTG2 Cho Gastric Gastric Tissue (19) an -2.02 -4.401 6.43E-05
. Gastric Mucosa (12) .
BTG3 Wang Gastric Gastric Cancer (12) -2.036 -3.375 0.002
Gastric Tissue (3)
. . . Gastric Intestinal Type
DErrico Gastric Gastric Mucosa (31) 2316 7.522 1.05E-09

Adenocarcinoma (26)

Note: Alldatawereobtainedfromthe Oncominedatabase.
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Fig.1 Expression of APRO family in gastric cancer tissues

Note: *P<0.01, **P<0.001.
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Table 2 Correlation of BTG2 and BTG3 expression with the survival outcome of gastric cancer patients

. Survival
Gene Affymetrix ID No. of cases Cut-off value HR 95% CI P-value
outcome
all patients
BTG2 201235 s at oS 876 604.5 1.17 0.97-1.42 0.0933
201236 s at
BTG3 205548 s at oS 876 937.67 0.7 0.59-0.84 0.00011
213134 x_at
215425 at
surgery alone
BTG2 201235 s at oS 380 691 1.19 0.89-1.58 0.2434
201236_s_at
5-FU based
adjuvant
201235 s at oS 153 775 0.4 0.27-0.59 0.000018
BTG2
201236_s_at
other adjuvant
201235 s at oS 76 745 1.58 0.66-3.8 0.3045
BTG2
201236 s at
Note: Alldatawereobtainedfromthe Kaplan-Meier Plotterdatabase.
A BTG3 all patients B BTG2 5-FU based adjuvant chemotherapy
= HR = 0.7 (0.59 - 0.84) 2 HR = 0.4 (0.27 - 0.59)
logrank P = 0.00011 logrank P = 1.8e-06
g 2] g 3]
£ o] L
Expression Expression
— low — low
2 4 — high 2 4 — high
T T T T T T T T T
0 50 100 150 0 20 40 60 80 100 120
Time (months) Time (months)
Number at risk Number at risk
low 544 159 33 1 low 101 21 1 0 0 0 0
high 332 139 15 0 high 52 28 10 7 6 4 1

2BTG2 #0 BTG3 ¥} B B & HUS R0
Fig.2 Prognostic significance of BTG2 and BTG3 in patients with gastric cancer
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