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Research progress in the composition and function of gut microbiota of

honey bee

WU YuQi ZHENG YuFei ZHENG Huo-Qing HU Fu-Liang™ ( College of Animal Sciences Zhejiang
University Hangzhou 310058 China)

Abstract: During a long period of coevolution the intestinal flora developed a closely relationship with its
host and provided many beneficial effects to its host. As a social insect the colony life cycle and behavior
of honey bee have provided a stable propagation of the characteristic honey bee gut microbiota. In recent
years as our understanding of the intestinal flora of honey bee has deepened our understanding of the
function of these gut microbiotas are also well advanced. Recent studies have shown that honey bee gut
microbiome plays a significant role in the regulation of metabolism immune function growth and
development as well as the protection against pathogens. Disruption of the gut microbiome has also been
shown to have detrimental effects on bee health. By summarizing these researches about the function of
honey bee gut microbiota we aim to provide insights for further study in the interaction of honey bee gut
microbiota and honey bee itself as well as the possible application of intestinal flora in beekeeping industry.
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