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ABSTRACT Objective: To analyse the differentially expressed genes (DEGs) between elderly gastric cancer and normal adjacent
tissues by bioinformatics methods, and to explore the pathogenesis of gastric cancer in the elderly at the molecular level, and to provide
new ideas for its diagnosis and prognosis. Methods: Download gene expression profiles from the Cancer Genome Atlas (TCGA) database
and screen DEGs using R software, construction of DEGs protein-protein interaction network through STRING database, using Cy-
toscape software to screen the key module in the network, enrichment analysis of key module genes using FunRich software and the over-
all survival analysis of the genes in the network is performed. Results: A total of 163 DEGs were screened out. The enrichment results
showed that molecular function of key module genes was mainly enriched in MHC receptor activity; Biological process was mainly en-
riched in the immune response; Biological pathway was enriched in the Notch signaling pathway; Survival analysis found that the high
expression of SP8 transcription factor (SP8) gene leads to a decrease in overall survival in elderly patients with gastric cancer. Conclu-
sions: The signal pathway and SP8 gene enriched in elderly gastric cancer analyzed by bioinformatics methods in this study may have a
role in the development of gastric cancer in the elderly.
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