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ABSTRACT Objective: To investigate the relationship between different genotypes of hepatitis B virus (HBV) and the distribution
of lymphocyte subsets, liver function and lipid metabolism. Methods: 130 patients with HBV who were treated in our hospital from
October 2016 to December 2017 were selected. The patients were examined by HBV genotypes, and according to different genotypes,
the patients were divided into type B group (n=59) and type C group (n=71). The serum HBV-DNA load was measured by real-time
fluorescence PCR. The levels of alanine aminotransferase (ALT), albumin (ALB), total bilirubin (Tbil), triglyceride (TG), total
cholesterol (TC), high density lipoprotein cholesterol (HDL-C), low density lipoprotein cholesterol (LDL-C) of patients were determined
using ADVIA2400 automatic biochemical analyzer, prothrombin time (PT) was detected using US ACL-TOP700 coagulation analyzer,
and the levels of CD3*, CD4*, CD8" and CD4'/CD8" in patients with different genotypes were measured by flow cytometry. Results:
There was no significant difference in HBV-DNA load and PT between the two groups (P>0.05). The levels of ALT, ALB and TbiL in
type B group were lower than those in type C group (P<0.05). The levels of CD3", CD4* and CD4/CD8" in type B group were all higher
than those in type C group, and the level of CD8" was lower than that in type C group(P<0.05). There was no significant difference in the
levels of TC, TG, HDL-C and LDL-C between the two groups (P>0.05). Conclusion: Different genotypes have no significant effect on
viral replication and lipid metabolism in patients with HBV, however, C type HBV is more serious damage to immune function and liver
function of patients.
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B BT A3 5 1) A0 45 - T 2R %% % ( Alanine amino-
transferase, ALT) . (& (Albumin, ALB)., B JHZT 2 (Total
bilirubin, Tbil ) . H- i = [ ( Triglyceride, TG) . & AH [# B ( Total
cholesterol, TC) . =1 %% & §§ 25 11 IH [ % (High density lipoprotein
cholesterol, HDL-C) . ik % B If &5 4 0 [# /¥ (Low density
lipoprotein cholesterol, LDL-C) &3] ; HBV-DNA 5 £ 45:Mi5
& HBV JER 43800 G T bk L 4 A A A I 350 &2 s ADVI-
A2400 4 H A5 B L ABI7500 G w4 B . D 3Es
WA 2 ACL-TOP700 I 51X 45, o K2 1,

F 1 EEMEEAHFH

Table 1 Main instruments, reagents and manufacturers

Instruments and reagents

Factory

ALT,ALB reagents
Tbil, TG, TC, LDL-C, HDL-C reagents
HBV-DNA quantitative detection kit
HBV genotyping reagent

T lymphocyte subset detection reagent

Shanghai Huachen Biological Co., Ltd.
Ningbo Meikang Biological Co., Ltd.
Zhongshan Daan Gene Co., Ltd.
Hunan Shengxiang Biotechnology Co., Ltd.

Shanghai Jianglai Biological Technology Co., Ltd
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HBV-DNA 1758 A, [ BREAS 1 28 4 UG 9 o0 A T
HBV LSRR . (2)FFDIREACERI . FTE BB AR I
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14 GitEFH=*E
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2.1 MZEEREMINEEKTE R HBV-DNA HELLE

Widl % HBV-DNA #i& PT i 22 RG24 5 L (P>
0.05);B 20 % ALT ALB.TbiL 7K E# X F C B4 (P<
0.05), W5 2,

% 2 WA B EFFINEEKER HBV-DNA #2Lb % (xts)
Table 2 Comparison of liver function levels and HBV-DNA load of patients in two groups (xs)

Groups n ALT(U/L) ALB(g/L) Tbil( wmol/L) PT(s) HBV-DNAload(lg copies/mL)
Type B group 59 150.27+ 21.58 21.25+ 3.26 67.39+ 21.95 18.23+ 5.64 5.89%+ 1.17
Type C group 71 190.21% 19.63 30.31+ 3.05 110.38+ 19.38 17.98+ 6.23 5.63+ 1.29
t 11.040 16.343 8.483 0.238 1.295
P 0.000 0.000 0.000 0.812 0.226
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2.2 WMAEEKREMT B K FLLE
B HIZH g% CD3'.CD4" .CD4/CD8" K-+ F C Kilgf

CD8' /K AL T C BIZH (P<0.05), L3 3.,
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Table 3 Comparison of T lymphocyte levels of patients in two groups(xs)

Groups n CD3'(%) CD4'(%) CD8 (%) CD4"/CD8"
Type B group 59 65.46+ 8.31 30.23+ 7.85 13.45+ 3.41 0.87+ 0.24
Type C group 71 31.84+ 6.78 10.51+ 6.42 34.59+ 7.41 0.78+ 0.21

t 9.835 15.791 10.946 2.280
P 0.000 0.000 0.000 0.024

2.3 WABEFBEREKELE
WiZh f2# TC . TG .HDL-C #l LDL-C /K H A 25 R TG it

222 U (P>0.05), W3 4,

* 4 ABEBERGEAFLE(ves)

Table 4 Comparison of lipid metabolism levels of patients in two groups(x+s)

Groups n TC(mmol/L) TG(mmol/L) HDL-C(mmol/L) LDL-C(mmol/L)
Type B group 59 1.25%+ 0.26 4.01% 0.79 1.33+ 0.23 2.16x 0.31
Type C group 71 1.18%+ 0.19 3.92+ 0.65 1.26x 0.18 2.09+ 0.27
t 1.770 0.713 1.946 1.376
P 0.079 0.477 0.054 0.171
3 b S T WKL A IRKOST-S58 , INRIER 0 & A LR R, R il —F
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I, 1 R an nl AR R B RR RS TR | FRAIE HBV B xd ek
ERHAVFEAEENE L, A2EHIREYT HBV H N
RIS RS A O, i 5 B EWRIT H ZWlile A ¢, Hir
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