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ABSTRACT Objective: To study the relationship between serum exosomes long non-coding ribonucleic acid (IncRNA) prostate
cancer gene expression marker 1 (PCGEM1), micro ribonucleic acid (miR)-129-5p and clinical pathological characteristics and prognosis
of patients with non-small cell lung cancer (NSCLC). Methods: 125 patients with NSCLC who were admitted to Nanjing Brain Hospital
from February 2016 to January 2018 were selected as NSCLC group, 70 healthy individuals who were underwent physical examinations
were selected as health group during the same period. The venous blood were collected of two groups, and the serum exosomes were ex-
tracted. The expression of serum exosomes IncRNA PCGEMI and miR-129-5p were detected by the real time quantitative polymerase
chain reaction (qRT-PCR). The relationship between IncRNA PCGEMI1 and miR-129-5p was analysed by Pearson correlation. And the
relationship between serum exosomes IncRNA PCGEM1, miR-129-5p and clinical pathological characteristics of patients with NSCLC
was analyzed. 5 years followed up for patients with NSCLC, the prognosis was analyzed by plotted Kaplan-Meier curve, the risk factors

for poor prognosis were analyzed by multivariate Cox proportional risk regression model, and the predictive value of IncRNA PCGEM1
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and miR-129-5p of predicted the NSCLC prognosis was analyzed by the receiver operating characteristic (ROC) curve. Results: The rela-
tive expression level of IncRNA PCGEM1 of NSCLC group was higher than that of healthy group, while the relative expression level of
miR-129-5p was lower than that of healthy group (P<0.05). The relative expression level of serum exosomes IncRNA PCGEM1 was neg-
atively correlated with the expression of miR-129-5p (r=-0.420, P<0.05). The expression of serum exosomes IncRNA PCGEMI1 and
miR-129-5p were related to TNM stage, differentiation degree, and lymph node metastasis of patients(<0.05). The Kplan-Meier survival
curve showed that the 5 years survival rate of IncRNA PCGEMI low expression group was 69.05% higher than 35.53% of IncRNA
PCGEMI1 high expression group, and the 5 years survival rate of miR-129-5p high expression group was 68.09% higher than 33.80% of
miR-129-5p low expression group. Multivariate Cox proportional risk regression showed that TNM stage 111, lymph node metastasis, high
expression of IncRNA PCGEM], and low expression of miR-129-5p were independent risk factors for poor prognosis of patients with
NSCLC (P<0.05). ROC curve showed that the area under the curve (AUC) of predicted the NSCLC prognosis by the combined detection
of IncRNA PCGEMI1 and miR-129-5p was 0.865, and the predictive value was higher than both separately predicted. Conclusion: The
expression of serum exosomes IncRNA PCGEMI1 of patients with NSCLC is upregulated, while the expression of miR-129-5p is down-
regulated, the expression of both is related to TNM stage, differentiation degree, and lymph node metastasis of patients with NSCLC, and

closely related to patient prognosis, which has good predictive value for poor prognosis of NSCLC.
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Table 1 Comparison of the expression of IncRNA PCGEM1 and miR-129-5p in two groups of serum exosomes( x+ s )

Groups n IncRNA PCGEM1 miR-129-5p
Health group 70 1.15+ 0.30 1.04+ 0.22
NSCLC group 125 2.36% 0.74 0.51+ 0.17
t 16.074 17.449
P <<0.001 <<0.001
2.2 HXMESH HFEHEX R

Pearson #HJC/rHT 7R, IS SMBMA IncRNA PCGEMI #H
X ik 5 miR-129-5p 53k 2 57U (= -0.420, P<0.05),
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Table 2 Relationship between the expression of serum extracellular IncRNA PCGEM1, miR-129-5p and clinical pathological characteristics(x+ s )

Clinicopathological IncRNA PCGEM1 miR-129-5p
characteristics B expression '®) P expression 1F) P
Gender 1.169 0.245 -0.753 0.453
Male 74 231+ 0.53 0.50+ 0.15
Female 51 2.43% 0.61 0.52+ 0.14
Age(years) 1.326 0.187 1.668 0.098
<60 46 225+ 0.71 0.54+ 0.18
=60 79 2.42+ 0.68 0.49+ 0.15
Tumor diameter(cm ) 0.655 0.514 0.968 0.335
<3 37 233+ 0.75 0.53+ 0.18
>3 88 2.37+ 0.69 0.50+ 0.13
Pathological type 1.198 0.233 1.352 0.179
Squamous cell
) 69 2.29+ 0.76 0.49+ 0.16
carcinoma
Adenocarcinoma 56 2.45+ 0.72 0.53+ 0.17
Smoke 1.010 0.314 0.599 0.550
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Yes 49 2.44+ 0.69 0.48+ 0.20
No 76 231+ 0.71 0.53% 0.17
TNM stage 15.458 0.000 4.640 0.011
Stage 1 37 1.89+ 0.45 0.57+ 0.13
Stage 11 49 2.45% 0.63 0.50%+ 0.18
Stage 111 39 2.69% 0.81 0.46% 0.22
Degree of differentiation 3.027 0.003 4.608 0.000
Poorly differentiated 53 2.58+ 0.84 0.44% 0.11
Medium to high
differentiation 72 220+ 0.42 0.56+ 0.18
Lymph node metastasis 6.437 0.000 3.433 0.001
Yes 86 2.79+ 0.68 0.43+ 0.13
No 39 2.17+ 0.39 0.55+ 0.20
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Table 3 Univariate and multivariate Cox proportional risk regression analysis of poor prognosis in NSCLC patients

Univariate Cox

Multivariate Cox

Variable Assignment
HR(95%CT) P HR(95%CI) P
Gender Female=0, Male=1 1.210(0.922~1.588) 0.168 - -
<60 years=0,
Age 1.421(0.904~2.232) 0.128 - -
=60 years=1
<3 cm=0,
Tumor diameter 1.948(1.266~2.998) 0.002 - -
>3 cm=1
Squamous cell
Pathological type carcinoma=0, 1.352(0.877~2.087) 0.172 - -
Adenocarcinoma=1
Stage I~11=0,
TNM stage 2.203(1.375~3.530) 0.001 1.731(1.161~2.582) 0.007
Stage I1I=1
Medium to high
Degree of
differentiation=0, 1.950(1.346~2.827) 0.000 - -
differentiation
Poorly differentiated=1
Lymph node metastasis No=0, Yes=1 2.347(1.472~3.742) 0.000 1.962(1.359~2.834) 0.000
IncRNA PCGEM1 Low expression=0,
. . ) 3.048(1.493~6.215) 0.002 2.553(1.527~4.267) 0.000
expression High expression=1
) ) High expression=0,
miR-129-5p expression . 2.809(1.639~4.817) 0.000 2.326(1.468~3.684) 0.000
Low expression=1
R 4 MiEIMBE IncRNA PCGEM1 . miR-129-5p 3¢ NSCLC T J5 BTl 4 1&
Table 4 Predictive value of serum extracellular IncRNA PCGEM1 and miR-129-5p for the prognosis of NSCLC
Index AUC(0.95CI) Threshold Sensitivity(n/N) Specificity(n/N) Youden index Accuracy(n/N)
IncRNA PCGEMI 0.711 0.5(2.36) 0.726(45/62) 0.696(39/56) 0.422 0.712(84/118)
miR-129-5p 0.778 0.5(0.51) 0.806(50/62) 0.750(42/56) 0.556 0.780(92/118)
Combined 0.865(0.785~0.945) 2.4 0.887(55/62) 0.839(47/56) 0.726 0.864(102/118)

Note: 0.5 represents the threshold of the actual input dummy variable, and the threshold brackets represent the threshold of the actual expression level

value.
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Fig.3 ROC curve of serum extracellular IncRNA PCGEM1 and
miR-129-5p for prognostic evaluation of NSCLC
Note: The two indicators used separately were inputted in the form of binary

data for ROC analysis, so the ROC chart was a single point line chart.
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