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ABSTRACT: Spinal cord injury is an important public health problem. Spinal cord injury can be classified into three pathological
physiological stages: primary injury, secondary injury and chronic injury stage. Changes in gene expression play an important role in
spinal cord injury. All the genes transcription are regulated by miRNAs. So, miRNAs is a very valuable research object in spinal cord in-
jury. The miRNAs are non coding RNA compose by 20-25 bases, can regulate mRNA translation process by binding with the target mR-
NAs 3'UTR. It has a close relationship with the development, function and disease of the central nervous system. MiRNAs through the
regulation of neutrophil and inflammatory reaction pathway in inflammatory response plays an important role in the spinal cord injury.
MiR-NAs in apoptosis showed a complex function: the altered expression may also stimulate and inhibit the apoptosis at same time.
MiRNAs can enhance astrocyte hypertrophy and glial scar adjusting process. Down regulation of miRNAs may promote axonal targeting,
neuronal survival and axonal growth to promote the position of injured spinal cord regeneration process. The spinal cord injury is still a
difficult problem in modern medicine. Study on effect of miRNAs in diseases of nervous system provides a new method for the treatment
of spinal cord injury, also will be a hot spot in future research.
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