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ABSTRACT: Myosin heavy chain 9, non-muscle MYH9 , coding of non-muscular myosin heavy chain A, is in past research
related with May-Hegglin anomaly MHA) , Fechtner syndrome FTNS), Sebastian syndrome (SBS) Epstein syndrome (EPS) and Alport
syndrome. In 2008, for the first time it was proved associated with non-diabetic end-stage renal disease (ESRD) and focal segmental
glomerular sclerosis (FSGS) by mixed linkage disequilibrium mapping (MALD) . Later there were relevant reports on this gene and
hypertension nephropathy, C1q nephropathy. This article reviewed the related foreign research about the gene and kidney disease, and
summarized the relationship of MYH9 with kidney disease.
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