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ABSTRACT Objective: To investigate the evaluation value of tuberculosis infection T cell spot test (T-SPOT.TB) combined with
serum adenosine deaminase (ADA), amyloid A (SAA) and carbohydrate antigen 125 (CA125) in the diagnosis and treatment outcome of
active pulmonary tuberculosis (APTB). Methods: 137 APTB patients (APTB group) and 80 non-APTB patients (control group) who were
admitted to Hunan Chest Hospital from October 2021 to October 2022 were selected, all APTB patients received routine anti-tuberculosis
treatment, patients were divided into outcome group (92 cases) and non-outcome group (45 cases) according to the treatment outcome.
T-SPOT.TB was performed , and serum ADA, SAA and CA125 levels were detected before treatment. The efficacy of T-SPOT.TB com-
bined with serum ADA, SAA and CA125 in the diagnosis of APTB and predicting treatment outcome were analyzed by receiver operat-
ing characteristic (ROC) curve. Results: The positive rate of T-SPOT.TB and the levels of serum ADA, SAA and CA125 in APTB group
were higher than those in control group (P<0.05). The positive rate of T-SPOT.TB and the levels of serum ADA, SAA and CA125 in
non-outcome group were higher than those in outcome group (P<0.05). The area under the curve (AUC) of T-SPOT.TB combined with
serum ADA, SAA and CA125 in diagnosing APTB and predicting its treatment outcome were 0.917 and 0.833 respectively, which were
higher than those of single index. Conclusion: The positive rate of T-SPOT.TB in APTB patients increased, and the levels of serum ADA,
SAA and CA125 increased, which were relate to the poor prognosis after anti-tuberculosis treatment, T-SPOT.TB combined with serum
ADA, SAA and CA125 had high value in the diagnosis and treatment outcome evaluation of APTB.
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% 1 APTB AR T-SPOT.TB PR M5 ADASAA.CAI25 KFLEE (xt 5,%)
Table 1 Comparison of T-SPOT.TB positive rate, serum ADA, SAA and CA125 levels between APTB group and control group(xt s, %)
Groups n T-SPOT.TB positive rate( % ) ADA(U/L) SAA(mg/L) CA125(U/mL)
APTB group 137 110(80.29) 43.65+ 10.09 38.12+ 12.42 213.35+ 26.46
Control group 80 42(52.50) 15.32+ 4.12 8.06+ 2.36 102.31% 16.71
t/x? value 18.593 23.956 21.404 33.788
P value <0.001 <0.001 <0.001 <0.001
% 2 T-SPOT.TB.ADA.SAA.CA125 Bx&1i2#f APTB HIME
Table 2 The value of T-SPOT.TB, ADA, SAA and CA125 in the diagnosis of APTB
Indexs AUC(95%CI) Critical value Sensitivity( % ) Specificity (% ) Youden index
T-SPOT.TB 0.791(0.730~0.843 ) - 78.10 80.00 0.5810
ADA 0.761(0.699~0.816) 30.12U/L 74.45 77.50 0.5195
SAA 0.771(0.704~0.838 ) 21.03mg/L 76.64 76.25 0.5289
CA125 0.711(0.646~0.770) 156.35U/mL 72.26 73.76 0.4602
Unite 0.917(0.872~0.950) - 96.35 85.00 0.8135
3 g
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Fig.1 ROC curve of T-SPOT.TB, ADA, SAA and CA125 in the diagnosis
of APTB
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Table 3 Comparison of T-SPOT.TB positive rate, serum ADA, SAA and CA125 levels between outcome group and non-outcome group(xt s, % )

Groups n T-SPOT.TB positive rate( % ) ADA(U/L) SAA(mg/L) CA125(U/mL)
Non-outcome group 45 42(93.33) 49.65% 4.09 4512+ 4.42 230.35% 8.12
Outcome group 92 68(73.91) 40.72% 5.13 34.70+ 5.03 205.03%+ 10.03
t/x* value 7.202 10.194 11.836 14.729
Pvalue 0.007 <0.001 <0.001 <0.001

IR RS ERON, T 400433 A4 IFN-y, DA T 44
FENE S5 BT EBRYLIRZS te, A58 APTB 2HT-SPOT.
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APTB, I BB &s 23R 7 45 5 , XTI K APTB 21 J597 R s
PR L) KT 5 A A R AN (R R BeIRAS JBRYLHRAL
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# 4 T-SPOT.TB,ADA,SAA CA125 BX& Tl APTB BE AT HIAMMNES
Table 4 Value of T-SPOT.TB, ADA, SAA and CA125 in predicting the treatment outcome of APTB patients

Indexs AUC(95%CI) Critical value

Sensitivity( % ) Specificity( % ) Youden index

T-SPOT.TB 0.747(0.760~0.892 )

ADA 0.691(0.606~0.767) 45.12U/L

SAA 0.713(0.622~0.803 ) 40.06mg/L

CAI125 0.643(0.557~0.723) 221.69U/mL

Unite 0.833(0.760~0.892)

73.33 76.09 0.494

66.67 71.74 0.384

68.89 70.65 0.395

62.22 68.48 0.307

91.11 78.26 0.694
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Fig.2 ROC curve of T-SPOT.TB, ADA, SAA and CA125 in predicting the

treatment outcome of APTB patients
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